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FIGURE 6 



IKBKAPgenomicseq Length: 66479 

1 CCAGTGCTGC GGCTGCCTAG TTGACGCACC CATTGAGTCG CTGGCTTCTT 
51 TGCAGCGCTT CAGCGTTTTC CCCTGGAGGG CGCCTCCATC CTTGGAGGCC 
101 TAGTGCCGTC GGAGAGAGAG CGGGAGCCGC GGACAGAGAC GCGTGCGCAA 
151 TTCGGAGCCG ACTCTGGGTG CGGACTGTGG GAGCTGACTC TGGGTAGCCG 
201 GCTGCGCGTG GCTGGGGAGG CGA6GCCGGA CGCACCTCTG TTTGGGGGTC 
251 CTCAGGTAAG CGATCCATCC AGGGTAGGGG CACGGGAGTG GACCTCTCCG 
301 CCGGCGGTGT CCGGGTGAAG GAGACCCGGA GCCTCCTCTG GCTGCTGCGG 
351 GCCGGGGAGT GGAGTGCGGG CTGCACCACC TCTTTCCTAG AGCCTTAAAT 
401 TCTTTTTGCA GCCTTGCCAC CTGCTCCATC GGGGGCGCTG GGAGGCGCGA 
451 CAGCCCAGGG ATGCGTGCTG CCCCTCCAGC CGGACTTAAC CCAGCCTCTT 
501 GATTGCTTGC AGGGGGTTGA TAATAACGCT GAAAGCGAGA GTATTAATTC 
551 ACGATGGAAG GCGGCGGTTA ATAGAGGCTC GGGTGCTGTG GTGCGGGTCC 
601 TTTCTCGCGT GTGAGACTTT TTCGTGGAGG TGGTGTCCTC TGTGCTTCTC 
651 CATCTAACGT GGTGTTTTAC GTGGCTTTCT CTCCCGTTAA CGATGATCTC 
701 CGTGGAGACA GTGGCTGAGT AATCTTCAGA TCCCAGTACT TAGCAAGTGC 
761 TCAGTCGGTG TTGGATGTAG GCCACAAACC GGATCGTAAA 6AATTCAACT 
801 GTATATTGAC AGCCACGGAA CTAATCAATG AATAGATCCG TAT6 AAGA6T 
851 AAGCAAAAAG GCAGCAAAGA CAGTTTTTCA GCTTGGGGAC ATAGAGTAGA 
901 AATGGTCTGT GCCCAAATAG TGGGAACTGT CATTTGGGGG AAG AATAGCA 
951 AGTTCTTTGC TTTCCAGGTC GCATTTGATG TGCATGTGAG ACATGCTTGT 
1001 GATTCTATCA GGAGGTTGAA AATGTGGGTT TAGTGGTAAG TTTGGGCTAA 
1051 TTCAGTCAGG GCTAGGCATT TAGGCCTAAT GAGCGTATTG GTGATGTACC 
1 101 TGGTATATGT AATCATGCAT GTGATGTCTA GCCAAGAGGT GGATAGTCGA 
1151 AGGAGCAAGG GAAGAAAATG AAGCAGTTAT CAGGAAATTA AGAGAGAATC 
1201 CACGATTGAC CTTTGGTGTG GAGGGATCTT TAGCACATTT AAGAACTGCG 
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1251 AAGAGTTTGA ATCAGTGGAG GCAGGAAGGT TGGAGGTTGC AGATGTCCAA 
1301 GAAAGAGTAC TAATAGGCCT AGGTCCTGTG GCAATATGGA GGATA"rTCCT 
1 351 TTCCTAGCCT GGAAAGAAGT GGAGGGAAGT CTTCCTCCGA GAAGA^TAAGG 
1401 GAATAAGGCT GATGGGTGTG AAATTTCAGA GAAACTAGTT TTGAGC3CGTT 
1451 TTTATGATGT TTAAAGATGA AAAACGAGCA GGCACGGTGG CTCAGC3CCTG 
1501 TAATCGCAGC ACTTTGGGAG GCAGAGGCGG GTGGATCACT TGAGC3TTAGG 
1551 AGTTCAAGAA CAGCCTGGGC AACATGGTGA AACCCTGTCT CTACTAAAAA 
1601 TaCAAAAaTT AACTGGGCAT GGTGCCGgGC GCCTGTAATC CCAGCTACTC 
f !; 1651 GGGAGGCTGA GGCAGGAGAA TCGGTTGAAC CCGGAAGGCA GATC3TTGGGG 
5 1 701 TGAGCCGAGA TCGCGCCATT GO ACCCCAGC CTGGGCAATA AGAG CGAAAC 
H 1751 TCCGTCTCAA AAAACAAAAA AACCTGCATG ATATGTTAGA GGTTC/XAGTA 
g ; 1 801 ATTTCTAGCA GTTCTTGAAT ATAATTGTCA CCAAAACTTA CTAAAATCAT 
J " 1 851 TGTCTTCCTC ACTTCCATCA TATATAAACT TACCTTTCTC TTATCCCACA 
y 1901 TTATATATTA TATAATTCCT ATGACACTTG ACATTATCTT CTGTGTACTA 

1951 TTAGGATTGATTCATCTTTATTCTTTCTAT GTCATACATATGTGGGGTGC 
O 2001 CAAGATGAGA GAAGTCTCCT TGGATTAAAG TGACAATAAG ACCGGTGTGG 
2061 TCCTTGTAAT TGCTACCCCT AACATAAGTT AGGGACTTAC AATCATAAGC 
2101 CTTAAAGGGA TCT6AATATA AATAACTAGC ACAGTAACAT I I I 1 1 I CCCC 
2151 TACTTAGGTA ATGTTATGCA TTTAAGCAAG CCTGATTTTG CCAGACCAAA 
2201 GTAGATGTCT TGTTTAGCAC TCTTTTCTCA CGTTTTATAT TGTCCXGGGA 
2251 AAAGCCTGGC CAGAAGAACA AAGTTAGTGG AAGTAGTTAT GTCAGGTCAT 
2301 CAGGGTCCTT GAAATGTTGG TCATCATTTT GAAGTAAATT GTTGTCATGT 
2351 CCCAGTATTT TCTCTTCCCG TTTAGAAGAG TAAATGCTTT TCTATCTTTG 
2401 ATTTCAGTTT TTTTATGAAT GTATAAAACC AGTTTATAAA TGAATAGACC 
2451 TGGTGAATAT TAAAGTCATT TCAGATTCTC TTCAACTGCC AGTATATAAA 
2601 AATGGATTTT CAAATAGTGC TAATCAGTGG GATACCCTTT TGI I I I ICCT 
2651 CATGATTTTA TAAAGATGTG CTAATATGGA AAAATAAAAT GTTTCCCCAT 
2601 TCATTTGTTC TTTCAACTTT CCCAAAGGAA TAACTGATAT TACATCTTTT 
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2651 TTGAAGAAAA CATTCTAAAG TTGAGAATCT TGCCTCTCCT AAAAAC3AACA 
2701 TAAAATAGGT TTCAGAATTC CTAATTTGTA GACCATAACT GTATAG AGTG 
2751 GGTCAGGTTG CTGCTATAAT CCATACATGG GTGTGTACTC AGAGAGGTAA 
2801 GTTTTTTCTT TTCTTGGTTA TTCTGATTCT GACTACCACT TCTTCACCCC 
2851 CTGAATCATT TCATTTAAAT AAATATGGTC ATTTATCACT ATTAAGCTAT 
2901 TTATTTTTCT CTTAGAGATT AATGATTCAT CAAGGGATAG TTGTACTTGT 
2951 CTCGTGGGAA TCACTTCATC ATGCGAAATC TGAAATTATT TCGGA.CCCTG 
3001 GAGTTCAGGG ATATTCAAGG TCCAGGGAAT CCTCAGTGCT TCTGTCTCCG 
3051 AACTGAACAG GGGACGGTGC TCATTGGTTC AGAACATGGC CTGATAGAAG 
: ^ 31 01 TAGACCCTGT CTCAAGAGAA GTAAGTTACT GATGTAGAAT GCCAC3CATGT 
3 3151 GGGTATGACO CTTGATTTCT GTTCTTCCAA ATTTCTTTCC CCACATGGTC 

3201 TTTCTTTATA TCTTATTGAA TTTATATCCT CCCAAATAAA CATCTTTTGC 

in 

r; 3251 TTCATATATA TGCCATGTTA GACATAGGTT AAATCGTAAT CCTTCnTTTAA 

3301 CTCTGCTGCT ATTTTAACCT AAGTCAGTAG AACTCTGACC TTAC I I I i I G 

y 3351 AGTGTGTGGC GTACTTTTTA CCCTCTTTGT CATGCAAATT CTGT"rTATAA 

\/ 3401 GAGTGGTTTT TTTTTTTTTT TTTTTGAGAC GGAGTCTCGC TCTGTCACCC 

3451 AGGCTGGAGT GCAGTGGTGT GATCGTGGGT CACTGCAAGC TCCGCCTCCC 

3501 CGGGTTCACA CCATTGTCCT GCCTCAGCCT CCCGAGAAGC TGGGACTACA 

3551 GGCGCCCGCG ACCGGGCCCG GCTAATTTTT TGTATTTTTA GTAGATGTGC 

3601 GGTTTCACGG TGTTAGCCAG GATGGTCTTG ATGTCCTGAC CTCGTGATCC 

3651 GCGTGCCTCA GCGGCCGGGC AAGAGTGGTT TTTAATTGGG AAXGAACACG 

3701 AAAGTTGCCC ATGGAGCTTT CTAAAAGTTT GAGCCCACAT eTCATGTCAA 

3751 CTAAATCAGA ATCTTTAGTG TTGGCTCCTA ACTATATGTA CT7TAAAAAC 

3801 CTCTGTGGGT TGGTTTTGAT ATGGTCCCTT GATTATGTTC TTCTACTAAT 

3851 ACATTTTAGG CAGTTACATC CTTTAGTGCG TTTTCCCCAT ACTATAGAAA 

3901 TCTTAGAAAA GCATAGCTAT TAGCATCATA TTTTAGTGGA CAATTTTAAA 

3951 GAGACCAGGC TTATTGTTTT TGI I I I IGTG TTTGTTTGGC AAAAAGGTCA 

4001 CATTACCTAT TTTTCTTGTT AGAGATGACA GAGTAGTGAT ATTTCTCAAA 
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4051 TGAAAGTTTG GATTTTCATC TAGAAAAAAT ATTTTTGAAA GCTTTTA.TGT 
4101 AATAAAAGAA GCATTAAAAA GTATTTeTGG AAATGTTATC AATTATTCTT 
4151 GAAAGTAGAC TGGGTTAATT TGCTTGTGTT TACTTTGGTG AAAGG-JGAAA 
4201 AATGAAGTTT CTTTGGTGGC AGAAGGCTTT CTCCCAGAGG ATGGXV\GTGG 
4251 CCGCATTGTT GGTGTTCAGG ACTTGCTGGA TCAGGAGTCT GTGTGTGTGG 
4301 CCACAGCCTC TGGAGACGTC ATACTCTGCA GTCTCAGCAC ACAACAGGTA 
4351 AGTGGAAGAC TCCAGTGAGG GGGGAGTCTC AAGCATCCTC AAATAGGTTA 
4401 CTTGCTATTT GTGGAAGTTT TCAAATCAGT AGCCATAATA GTTACACTTT 
4451 TGCTAATTAA TTTTTGCATT ATATATTTCT TTATTTAAAA AATTGTTAAC 
4501 ATGGCTTTAT CTATATGTTA AGATTCTTCT AAAACTGAGT TTTGTCTGCt 
4551 GCATCTATTA ATCAGAGTGA TCAGAATGTT CCAAATGAGA ATATA Mill 
4601 TTAAAAGTTA AAACTGGCTA TTCTTATGTG GTGTAGATCA CCTCTTATCA 
4651 GACCCTCATC TTGAGTTGCA ACCTTTGTTT CTCAATTTAG GAAGTCTTTG 
4701 TTTATCTGAC TTAGATTTTC TGTTATGAAT GTTGATTGGC TAAATXTAGA 
4751 GTCCCTGAAG TCTAGGCACTAAAGTAAATA GATTGTCATTACCTGCACAT 
4801 GTGATGACTG CCAGTAGAGC TAGACTTCAA GCAATTGCTT CTTTCTCTAC 
J 4851 TTTAGTGTAT AGTTGAGTTT CTGATTTCTA TCCTCACCTT CTTAACAGCA 
4901 AGGGTTTCAA ATTACACTTG GCTGATTCTT TAAATCTTCT TCCATTACTT 
4951 CATTAGTTGT GATCTCCTTA ACATTGATTA TGTCACAGAA GTTAGAGTAT 
5001 TACTAATAGT AGGATAATGA TAGCAGCTTA CATTTATTAA CTATCATGTG 
6051 CCTGGCACTT TTTAAAGTGC TTTTCATGCA AATTTATTTA ATCTTCACCA 
5101 TGACCTTATG CAGTAGGTTG TTGTTTCCTA TTCTTCAGAA GAGGCAGTTA 
5151 AGGCACAGAG TGCTTAAGTA ATTAGACCAG GGTCACACAG TAATCAAATG 
5201 GGGTTTGACC CTAGCAGTCT AAATCTGGCA CCTCTGGTCT TAACCATTCC 
5251 ATTTAGTACA ATCATAAACC TTTACTTGCA GTTCATGGTG GGAAATATCA 
5301 AACTTGTCAT ATACAGCTTG I I I I I I I i iC GTATTTGAAA GATAC3ATGCT 
5351 TTTACTTTCC AAACATTTTGTAGCATTGTTTCCTGGTTACTGAGCTCTTC 
5401 CAGTCTATTT ATCTTCATTT AATGGTGCTG ATTCTGCCCT TTAGTGGCTT 

594221 I 



5451 CTCAATTGTC TGAAAGGTAG AGCCCACTAT TGTGCCTTAT AAGCCCCTTT 
5501 CACTATCTGT TCCCCACATT CCI I IIIAGC CTCATCCCCC CATTGTTCCT 
5551 GTGTGTACGT AAACCTTATG TTTTAGTTGC AGCTGATTTT TAACTGCTCT 
5601 TTTTTCTGGC TTTGTGCCTC TACACTGTGT TTTCTTCCTG GTCTCTCTTT 
5651 CCTGTCCTTA TTAGCACTCT TTGAAACACG TCAGAAAAAC I I I I ICTGGA 
6701 CTTTGGGCCA CTTGTGATTC CCTGTGCTGA GACGCATTTT GCTTTCCAGA 
5751 GATCTTGGTC ATTGCTGTTA TCCTCTGTAG GGTCTTCTTT TATCTCCCTC 
5801 GTGAGACAGC TCTGGGAAGA AAAAGATATT TATTTCTAAT CCCTGTGCCT 
5851 AATAACAGGT CTATTCTCTT GATATCCATT ACTGAAGAAA TGTTTGTTGA 
5901 GTAAGTTCTT GTTTTAATTT TTAAATATAA Al I I I lAATT TTTATGAGTA 
? 5951 CATAGTAGGT ACATATATTT ATGGGCTACA TGAGATGTTC TGATACAGGC 
6001 ATGCAGTGCA AAATAACCAC ATCATGGAGA ATAGGATATC CATCCCATCA 
6051 AGCGTTTATC CTTTGTGTTA CAAACAATCG AATTACAGTC TTTTAGTTAT 
6101 TTTAAAATGT GCAATTACTG TTGACTGTAG TTACCTTGTT GTGCTATCAA 
6151 ATAGCAGGTC TTATTTATTC TATI I I I I I I TGTACCTATT AACCATCCCA 
6201 ACTTCCCTCA GCCCCTCACT ACCCTTCCCA GCCTCTGGTA ACCATCCTTG 
6251 TACTCTCTGT GTCCGTGAGT TCAATTGTTT TGAl I I HAG ATGGCACAAA 
6301 TAAGTGAGAA CATGTGATGT TTGTCI I I I I GTGTCTGGTT TATTTCACTT 
6351 AATGTAATCA TCTCCAGTTC CATCTATGTT GTTGCAGATG ACAGGATCTT 
6401 ATTCI Mill TATGGCTGAA TAGTACTCCA TTGTGTATAG TACCACAATT 
6451 TCTTTATCCA GTCATCCATT GATGGACACT TAGGTTGCTT CCAAATCTTA 
6501 GCTATTGTGA AGAGAGCTGC AACAAACATG AGAGTGCAGA TATCTCTTCC 
6551 ATATACTGAT GTCTTTTCGT TTTG I I I I I I TAATTGTTTT GATTGAAGTT 
6601 GCAGTCAGTT TTTACTGAGA TGCTAGTGTT TGAATCTCTC TTTTCAATTT 
6651 TCTCTGTCTC AGCTGGAGTG TGTTGGGAGT GTAGCCAGTG GTA.TCTCTGT 
6701 TATGAGTTGG AGTCCTGACC AAGAGCTGGT GCTTCTTGCC ACAGGTAAGC 
6751 TTGTTACTGG TGCCTCACTG GCTTTTTTAA AACATTATTC CAGA-TGTCTT 
6801 ACAGGCTTCA TCAGCTTTAG GCTGCTTGAA TTTCAAAAAA TTTCTTTGAA 
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6851 CCAGTATAAT ACCAATTATG AACCAGTATA ATACCAATTA TGTATGTGTG 
6901 TGTGTATATA TATATAAAAC GTAGAGTGAT I I I I I I I I GG TGACTC3AAGT 
6951 TTTGCCTCTT AGTCTATCAT TATAAAAAGT TGTTTCATGT AAC II I I I AA 
7001 GTCTTTGGGA GTAAGAAACA AAGTCATAAA ACTTGGGGA6 GCTOCTAAGT 
7051 CCCCAGTTAG AGTTAAAAAT GTCAGCAATA TGTATTTTAA CTTATTCTAA 
7101 GAGTTGCTGT ATGGACACAT TCTAAAAGCC CTTCTTGGGT TCTGTTGCTG 
7151 I I I i ICCCCT TTAAGTCTCA TCATTCCAGA TGAGTTTAGT AAACCAGCTC 
7201 CACTGATGAC ATTTATATTT AGAGGTATCT TGGGGACAAG GAGTGTTGAA 
7251 GTTAGTGGAG GAGGGCTTTG TGGACTTTTA AGTTCAACTG TACACACATT 
I* 7301 AATAGCTGAG CATAAGCACC AGGTGACTTA TCTAGGGAAA GCTTTTTGGG 
{3 7351 GTTTTTTGTC ATTGTTGTTT TTTTAAGTCA AAGCATTTTG GATGAATTCT 
1^^ 7401 GTCTGCTCTG TTCAGACTAA CTCCAGCTCC TTAGCTTACA GTGCCATAGG 
5S 7451 TACTTAGGAA TGGCAAATTT GTTACATGAA AACAAAATCA I I I I I GTTTG 
■ 7501 TGTTTCTCTA AGGTCAACAG ACCCTGATTA TGATGACAAA AGATTTTGAG 
7551 CCAATCCTGG AGCAGCAGAT CCATCAGGAT GATTTTGGTG AAAGTAAGTA 
p 7601 TAGCTTTGTG CAATATTTTG TGACCTACGT TTCTTCCCAT TTTTG ACCAT 
7651 TTCCTTGTGC ACTAATAGCC ATGTCATTAG GCCAAAGAAC TGTGAAAGTT 
7701 AAACCCCCAG CTATTAAATG TCTATTAGCC CAGTTCCTTC AGCCCATCCC 
7751 AAATCTTAAA AGGCCTACTG ATGCCTCTCC AGGTCTGAGG GTrTAAGGTC 
7801 ACTTAGATAG TTATTACCCA AACCCTAGGA AAGTCTTAGG CTGGGCTTTC 
7861 AGTGAAAGGG ACTGTACAAG GTAGTATTTC TGGGATACAG I I 1 I AGGGAG 
7901 AAGAAAAGAA GAAAGATGGA ATAGAAGGCT GGTTTTTGTT ACTACGATTA 
7951 GATCCAATCT GCATTTCCAT GGGAACAATC AGATTATTTT CTTGCTAAAA 
8001 TCTAGCCAAG GTCATCTGGG CATTAAGGCT GTGGGGGTAT TGAAGGGCAG 
8051 TGCAGGAGAA GAGAGACGCT TATTAAGCAT AAGCTTTGGC CATCTTGAAG 
8101 TCACAAAGTA GCTGGCCT6A TTGAAGAGGG ATGGGGAAGA AGATGTTCCA 
8151 ACTTCTGTTA TGGTCTAACT TCCTGCCTTC TTGCTCCATC AACTCTGAGA 
8201 AATCATTTAG ACAACTTCTA CCCATTTATT TACAAATAAT GTATTTGTTC 
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8251 AGAAATAATT TTGGAGGGCT GGGCACAGTG GCTCATGCCT GTAATCCCAG 
8301 CACTTTTGGA GGATGAGGCA GGAGGATTGC TTGAGCCCAG GAQTTTGATA 
8351 CTAGCCTAGG CAACGTAGGG AGACCCAGCA TCTACAAAGA ATTTAAAAAT 
8401 TAGCTGGGCT TGGTGGTATC AGCACAGTAA TGACATGATG TGCAGGTACT 
8461 GGGGTAGCAT AAGG6AAGGA AACGAGTAAC TAGAGAGGGA TGATTTATTT 
8501 CCCCTAGGAG GCCAACTTGA GCTGAGTCTC AGCTGAATTG GTGTTGGGTA 
8561 GGTGAGGGAT AAGGGTGGGG AGTAGTCAGC TGAATTGGTA TTGGGCAGGT 
8601 GAGGGATAAG GGTTTGGAGT AGTCAGCTGA ATTGGTATTG GGT/\GGTGAG 
8651 GGATAAGGGT GGGGAACAGT CCAAGCAAGT GAATGTGTCC ATTTCAAGTG 
8701 TCCATTTCAA GGGAGGGTTA TTTCATAGAA ACATTGTGGG TTACTCAGGG 
8751 AACTGTGAGT AATTCAGCAT TGCTGAAGTG GCAGAATGTG AGTGTAGAAT 
8801 GAAATAAATG GAACAGATTT GATTGAGTTT GTAGTAGGGA ATATGGACAT 
8861 TGAGTTATAG TTGATCAGCC ATTACAAGTT TTGATGATAA GAGGTTTAAA 



m 8901 GAGATTTATT TAATAGAAAG ATGGCTCGTG ATGGCATATT TTTGTTGTTT 
J=5 8951 TTGTGTGTGG AGAGGGAAGA GATGAGAGGC AGGGTGATCA GGTAGGAGGT 
JlJ 9001 TGCTACAGGA ATCCAGATGA AAGATAAGGA AGGTTTGTGT GGGGCTAGAA 
9051 GCAGGAATCA TTCAGGAAAA AACTTGATTC ACAATGAGGA TGGC3AGTACA 
fy 9101 TTTTTTAGAA TTAGCTGGGA AAC I I I I I I A GAATATATGT GCATGATTCC 
9151 CCTTCTGCCC TAGGCCAGTT TGAGAAATAC CAATTTAGAA AGTGAAATAA 
9201 ATAGGCTTTG CGTATGTAAG GTGAATAAGA AAAAGTTGAG CAGGACTCCA 
9251 GCCAGAACCT CAGGTGTTGG GAATAAAGAT GCCAGTAACA GGGAAGATGG 
9301 AGAAGTGCTG GTCTGTAAGG GGTGGGTGGT GAGATCTGTT TTGGATTTGT 
9351 TGAAGGACCA TATGTGATTG CCATGTGGAG TATGCAAATA TAAGGCTGAA 
9401 GCTCAGGAGA GGCCAGAGCT ATGGACTGAG AGTAGTGGGT ATGTAGGAAA 
9451 TTCTGACAGT TTTGGGAACA GATGGACTGT CTCAGGGAGC AGATGCTGTA 
9501 CAGGAAGAGT CTAGAATCCA GGGTGGAACT CTGGGGCATC CAGCTTTGAG 
9651 GACAGTCAGA GAGAGAGTAA CAGCACACAG TATACTTTGG GATGGGAAAG 
9601 TGCTCTGGGC CTGGTGTTTC CCACTGACTT TTTCACACAA ATCCTAATGC 
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1 1051 TTGACTGCTG GTCAATTTAT TGAGAGGCGT TAGAGGACCT GAGTAATTGC 
11101 CAATGACTAA CTTCATGAAG AATAGCAGTG AAACTGTTTT TGTTTCATTT 
11151 CATGTGGCTT ATTAGTTGTC TTGCCAATTG TTCTGTAGGC AAGrTTATCA 
1 1201 CTGTTGGATG GGGTAGGAAG GAGACACAGT TCCATGGATC A6AAGGCA6A 
1 1251 CAAGCAGCTT TTCAGATGCA AATGGTAAGT TTGGTTTGAT GGATAAAAAG 
1 1301 CCTTGAGTGG AACAAATGTA AGTTTGCCAC CCACCAGGAA CTCTTTGGTG 
1 1361 TCCACTTAGA TGCCAGTAAT GAACAGTTCT CTTCTGCTTT AGTA/XAACTG 
1 1401 CCTAGAACCT TCAGGAAATG AATCCCTCTA GAAAGATCCT f 1 1 1 I I CCTT 
1 1451 GTTATTGCCA AGTTGCTTTG TGATTTATTT TCATAGTAGC AAATA>!\TTAT 
1 1501 AACCAATATT CATCACCCAG TTTAAAAAAT AAAACATCAC AGACAAAGGA 
I; 11 651 AACCCCCTGT GTATCCCGTC CCGATGTCCC TCCCCTTCCT CTCCAGAGAG 
Ij 1 1601 AGCTGCCATC CTTCATTCAC ATGCATGTTC TCATACTTTT CCCAXATATG 
^ 1 1661 TGTATATTAG ATATTTTTCT TTTTCTGTTG GATGAAACTC TTTGI I I ICC 

11701 TTACTTCTGG ATTGGAAAAT TCTGAAGACC ATATAATGAT GTCTTGATGA 
H 1 1 751 CTCAAGGCAG GACTTTTTAA TCTTCTAATG TAGGGGGGGC GGC CCCTGAA 
%i 11801 GGCAGAGGTGTGTGGACACA AGAAGAGTGC AGACTCTTGGGGCACCTGGG 
n 1 1 1 851 GAAGTAGTGT GCGTGTCACA TTAAATTCAT TTAAACTCTT ATATXTTATT 
11901 TTAATTTATA CAATATGAAT ATTTTTTAAA ACTATGAATT GAAAAGTATT 
1 1951 ACCCTTGAGT AAAATTAATG CCCCAAGAAG ATGTGCCATA TTTACCCTCT 
12001 GGCACACTAC CAAGTACCCC CAGGGGCATT ACAGATCTCT GTTAGAAAAG 
12051 TACAGATTAC ATTATCCTCA TAACATTTAG AAGCTATGAG ACCTTGGCAG 
12101 GGAAGTTTCG TAATGTTTCT GAGCCTCAGT ATTCTCTGTA AAGTGGACAA 
12151 CATAATGTCT CCTTACAAGG GTTGAGATGG GCAGGTAATA GCATATATAA 
12201 AACAGGTATC ATAGCATCAG CACAGTGTAG GCACTCAAAT GGTAGTTGCT 
12251 GCTTTTGTTT TAGTAGACAA ATAATTTTTG AAACTTTTTA AAGCGTAGTT 
12301 TTTATTTCAA AACAACTTTA TTGTGAGTAA AATATGCATA GTGGGTCTAA 
12351 TTTAACATTC TGAAAGCTAT TGACTTATTA GAACAGTAAA GGATTATTAG 
12401 AGGGCAGAAA CATGGAGTAA GTACTCTGAG ACACAACCTT GCTrCTTTGG 
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9651 AGTAAATCAA AGGAAATGTA GGCCAAGTTA AGATCTTAGG TCTCAGAAAT 
9701 GTGTTTCTCA GTACAAAAAA AAAAAAATCA TTCTATGGAG TGATGAATAT 
9751 TTTTCCTCTA TCCTGGGGTC AGTAGACTTG TTCTGAAAAG GGCTAC3GTCA 
9801 TGAATATGTT CAGCTTTGCA GGCTGTATGA TCTGTGTTGC AGCTGCTCAA 
9851 TTCTAATGTT GAGGTGTGAA AGTTATACAT GATACATAAG CACATCTATG 
9901 TTCCAGTAAA CGTTTGTTTG TAAAAGCAGA TGTAGGCTGT AGTTTTGCAA 
9951 ATCCCTGCTG TAACCCCATC ATTTCTTGTC TTCCATTGGA AAAGTTCTCT 
10001 TTCTTCATTC CTTGGTCCTT AATCTTTCTG TGGAAACTTG CAGATA.GAAG 
10051 CCTGGGGGTT TGCACCAGGA TAGTCACTAC CATTTGTACG CAGCAGCAAT 
10101 TGAGGTACTG TAGCACTTGG ATGTGAGCAG ACAGGAAATG GTCATATGGA 
10151 CCCATAATTT ATAGGAATTG CAAACAGCCC TGCTTCATCA GAATCAGAAT 
10201 CAATGGCAGG AGGAAAGTAT TGGGTCCTGG ATTAGGTGAT GTTTTCAGGA 
10251 CCATCTTTAT TGTGCTTCTT GCAAATGGAT CCTACCTCCA GGAACAGAAG 
s 10301 GGTTGTGTTG TTTCAGCAAC TCTGCCTAAT AGTTTATATA AGAGAAGTGT 
1 035 1 TACGATCTAG AAAGAACCCC AGTCAGCCTG GAAGGCAGAA GAC CTGTGTT 
1 0401 CTACTTTTTG GCTCCACCAT TAGGGAGGGT CTCAATCTCT AAGTCTATGT 
1 0451 GAGGAGCTGT TTTGTGACCT GCAGCCCCTC TATCACCAGT GAGAGCTTGC 
10501 AATCAGAATT TTATTCCCAG TTCTCATCTT GGGGTTTTAT GTTCCGGACA 
1 0551 TATTTTGTAA ACTCTTTATG TTTCATTCTT CTTACTTATA AGGT6AGGGT 
1 0601 GAGATCGCTG ACTTGTGTCA TCAAAGAAAC TTGGAATATG TAAGATGGCA 
1 0651 GTAAAATGCT TTCCAAAATA AGGAAGGGCA TTTCAAATTC TTCAAAGTCA 
1 0701 CTGCTGCATA TAATATGAAA TGGGTTTTGT TTGTTTGTTT TGAGATGGGG 
10751 GTCTCGCTGT GTTACCCAGG CTAGAGAGTG CAGTAGTACA ATCAGGGCTC 
10801 ACTGCAGCCT TGAACTCCTG GGTTCAAGTG ATCCTCCTAC TTTAGTCTCT 
10851 TGAGTAGCTG GGACCACAGG TGTGTGCCAT CATGTCCAGC TTATTTTGTA 
10901 TAG I I I I IGT AGAGATGGGT GTCTCCCTAT GTTGCCCAGG CTGGTCTCGA 
10951 ACTGCTGGAC TCAAGTGATC CTCCTGCCTC AGCCTCCCAA AGTGTTGGGA 
1 1 001 CTATAGGCAT GAGCCACCAT GCCCAGCCTG AAACATAGGT TTCTCAAATA 
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12451 GGGTGATCCA CTACAACTGC CGAGCTTTGG ACAAGTGGTT TTCATGTTCC 
1 2501 CCTGA I I I I I AAGTGATTTT I I I I I I N I I GGCAGGACTT AAAA6GTATC 
12551 CTTGACTAAA CAGGAACTTG ACCAAGTAAA TAGTTGGTGC AATTTGAATA 
12601 TTCTTTCTTG CTATAAGCAA CAAGTAAATT ATGGTACAGC TTTCTAAGAG 
12651 CATATCTTTT CGATTTAAAA ATAGCACTTT ACTCATACAT GTTATGACAT 
12701 GGGTAAACCT CATAAAGATT ATGCTAAGTG AAAGAAGCCA GTCATAAAAG 
1 2751 ATCACATATA ATATGATCCQ ATTTGTATGA AGTGCCCAGA AGGGGCAAAT 
12801 CCACAGAGGC AGAAAGTAGA GTAGTGGTTG GGTAGGGCTG TGGGGTGGGG 
L* 12851 TGGGGAAGGG GTGACTGCTA ATGGATATGG GGTTTCTTTT GGGGATGATG 
Q 12901 AAAATGCTCAAAATTTAGATTATGGTGATGGCTATTCAACTTTGTAAATA 
J 12951 TACTTTAAAAACATTGATTC7TACCACTGAGTTTAAACAACCAAA>W^ 
^ 1 3001 ATCCCAAGGT GCATTGAATT GTGTACTTCA AATGGGTGAA CCTTAATAAT 



1 3051 ATGTAAATTA TATCCCAGTA AAGGTGTTAA AAAATAGTAG TTTAAAGGAA 



P 13101 TOTATGGTAG TTTTGAAAAT AAGGCAGTTT TGCATAGTTT GTTAAACTCT 



1 3201 GTATTAACAA AATTAGGGTT TATTAATGGT ATAGGATGAT CCAGC3TAATG 
1 3251 GGGGAAAAAA ACCGAGCATC CTGTTATCTA ATGTACTATC CAGTAAACTA 



13351 TTGGTTTGAA AGTTCACAGC TACCCTTCAG AAAAGAAAAC AAAAATCCAT 
13401 GGAGTAGGCA GATACAAGTA CTCATGTGAG CATAATTTAC TTTGAT I I I I 
13451 TAAGTTGTGT TATTCTAGCC CTCAGCCTGT TCCCTGCCTG GGCTCTCCTA 
13501 GTGCCCAGTA ACACTGATTC AAGAGGTTGC ATTTAGCTGG GCACAGTGGC 
13551 TGATGCCTGC AATCCCAGCA CTTTGGGAGG CCAAGTTGGG CAGATCACCT 
13601 GAGGTCAGGA GTTCAAGACC AGCATGTCCA ACATGGTGAA ATCCTATCTC 
13651 TACTAAAAAT ACAAAAATTA GCCAGGCATG GTGGCAGATG CCTGTAATCT 
13701 CAGCTACTTG AGAAGCTAAG GTAGTAGAAT CACTTGTACC TGGGAGGCAG 
13751 AGGTTGCGGT GAGCCAAGAT TGTGCCACTG CACTCCAGCC TGGGCCATAA 
13801 AGCAAGACTC CGTCTCAAAA AAAAAAAAAA AAAAATTGGG TGAGAGGGA6 



13151 



GGAGAAGATG ACACTTTACT ACTGGTACCT GCTAGAGTAA GACTTATCTA 



13301 



ctctagcttt ttttcatgaa ctttttctaa aggctttcta gggcctcgtc 
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13861 GAATTGAGGA GGATACCAAG GGTTGGGCCT GAACAAATGG AAGC^ATAATT 
13901 ATATGTAGAA ATTTCTATGA GCTACTCTTC TAGAATAGAT GACTCAXKTAA 
1 3951 TACCCTGCTT GCCATCTACG TTTTCTGTCC TTAATTATTT CCAGTTCTAT 
14001 TTCATATAAT GCCTATTTCA GGCCTTAACC CTTCAGTAAA GGAGGTTTGG 
14051 TTTCTATACC CTAGGACAGT TTCATTGAGA ATAAATTTTG TTAGGCTACC 
14101 TATGTATTCC CTACTGTGCA GACTACAGTA CAGTACTAGC AGAATTCTTA 
14151 GGCTGTTACT AGAATATGAT GATGAATGCC CGGGTGGTCA TCTGTCTCCC 
14201 ACCCGGTAGA GTTGGCTTCA GGATTGAGAT ACACGTGGCC CTGGAGGAGA 
14251 CGTTTCTTCC CGTCATGCTG CAGAATGAGA ACATTTCCAT GTTTTCGTCA 
Q 14301 TTGTCTGCTG CTGCCTTTAC CACCTGTGTG GCTCCTCCCT ATTCACCTTG 

O ■ ■ . ■ 

14351 TTCACATCTT AACTCATCTG TGCCCTGTTG TGAAGCTTAC ACAATATGTA 
^, 14401 AACAAAAGTC TACCCTGTTG GACAAATGGA ACACTTGTTT GCTTGTTGTA 
; 14451 GTTACCTGAT AGGTTCCTTA GCTCATTATA TTCAGGATCT AGATCTGTAG 
! s 14501 CTCTTTTCCT CTTTTGGTGT TCTCAGAGGC CACTTTTTTT TTTTTTAATG 
r 14551 CCGAAAGGAG GATTTTGTTT GTTTTACATT TTTTTCTTCT TTT^ 

14601 TTCTGCGTTC TAAGAACCAA CCCTTGGATG GTTTCTGATT CTAGAGGCAG 
Pj 14651 GCTTTCAAAG TAGCTTAAAC CTCTTAAAAA ACATCTGTAT CTAGTGGTCT 
14701 GAGGCTTGTT TGATTCTGGG ATACTTAAGG TCCCCCAGTA ATATTGGTGT 
14751 TTGTTCCCCT TTTTAGGATG AGTCTGCTTT GCCCTGGGAT GACCATAGAC 
14801 CACAAGTTAC GTGGCGGGGG GATGGACAGT TTTTTGCTGT GAGTGTTGTT 
14851 TGCCCAGAAA CAGGTATGGA AATATATTGC AGTTAAACAA CAATAAAAAA 
14901 "11 I ITATGTT ATTAAAATTA AGGAAAATTT TCTTTCTTTT GCTTTGAGTA 
14951 GGGTATTAAT TATACATATG AGGCAAGGAT GTGCTGCTTT AAAT<5TGAAA 
15001 TGAGGTTAGA GTTAAGAATT AGAAGAGTCC TTTGAGGCCA TTTGGTCCAT 
1 5051 CCTCCTACCT GGTGGACACA AATTTGTAAC AAAATTAATC TAATTGGCTA 
1 51 01 TGTAAAACCA TGGCAGTTTT TATTTGTAAG GAAGGTGTTT GAATAGTTCT 
15151 GAATTGACAA CTTTTATCAT AATGTTTTAA GTGTGTATGT GTGTTTGACT 
15201 CCACTCCCGC ACAGGGGCTC GGAAGGTCAG AGTGTGGAAC CGAGAGTTTG 
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15251 CTTTGCAGTC AACCAGTGAG CCTGT6GCAG GACTGGGACC AGCCCTGGCT 
1 5301 TGGAAGT6AG TGGGAGAAGA AACCTTAGAG AAATTCTTGG AACC AGAGTA 
1 5351 GAGGTGGTGG TACACATGGA TACAGATGAT ACAGATGTTT GTGTAACACA 
1 5401 AAAGGATTTT TACGTTTCTT CATTTGGTTA TAAGGCTGTA TCTATCTTTG 
15451 TTTCTTCTTT TTTTTTTTTC TTATTCCCTG AAGTCTGAAT TCAACTCGAA 
1 5501 TAGTAGATTT TACGCTTCTT CACAGATTTC ATTGTTCCAA GGCCGCATAT 
15551 ATTTTGCATT CCTAACTCTT AAAAGGCTGT GGTTTTAAGG CAGGGTATAT 
15601 ATGAAGCCAT TGTACAGAGC AGAAAATGGT GTTTAGAAGG GAAGGCCCAG 
1 5651 TTTGCAAGGC TCTGTGGGGC AAATGGTGCT TTTGTGGAAA TTAG GGAAAG 
H 15701 AGCCTCCTTC GTTGGCACAA AATTCCTACA GCAGAGGATC TGCTTGCCAA 
13 15751 GGAGCATGCA GGCTGGATTC AGACCCTGCT CTTTCCTTCC ATTCTCCTCC 
U 1 5801 TTGGCCCAGT ACCCTTGTGC AGGTTACAAT TTGCCTGTCA TATGTGGCTG 
51 15851 CCTGATTTTA GATAGAAGAT GTATCTCCTC TGTTTCGGTG ATATCTGTTG 

* 1 5901 TATGTAGACC TCTTGTTTCC CACCAGTATC TGAATGGTAT TATATGATAG 

a ■ . . , 

f9 1 5951 AGCAGAAGAG AAATGTATTT GAATTAAAAC CCTAGAGACA AATATGAATA 
S 16001 AGATGAGGCA ATTAAGATGT TTTCAACATT TGGTGAAGTC TTAAAAAA^^ 
O 16051 CCTACTGGAG CATAGAATAT TTGCTGAAGT TGTATAATGG AAGGAGAAAT 
' 16101 AGATTTTGAT TTTTAGGACA TTATACCTGG AATGGTTTAG ATMCTTATT 
16151 ATTTTTAAAG TCATCCAAAT GCAATGTAAA TATGTAAGGT TTTGXGGGCA 
16201 AATGGAGCCT CTGTGTAAAA CAGGAAAAGG CACTCTTTCC TCTGGGCAAG 
16251 TACAGTCCCA CAGTGGGATG AACCGCTCGC CGAGAGACAA 6GGACACATG 
16301 GGATTTAAAA CTTCCTTGGA TAAAGATATT CATTAATTCG TTCAnTTCATT 
16351 CATTCATGTT TGCTGGAAAA AAAACTCTTC TGGATTTTAT CTAT-TCTTTA 
16401 GTTAGGTGAG CTTTCGATAT TGTAACACTC TGAGTTTGCT TTAAGACCCT 
16451 CAGGCAGTTT GATTGCATCT ACACAAGATA AAGCCAACCA GC/N.GGATATT 
16501 GTG I I I I I I G AGAAAAATGG ACTCCTTCAT GGACACTTTA CACTTCCCTT 
16551 CCTTAAAGAT GAGGTTAAGG TAAGTGCCTG AGTTTGTTTC ACCCTCGAAT 
16601 GTAGAGGACT TTCCATAGCT ATAGAGGGAA I I I I I I I I I I T il I IN I GA 
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16651 GATGGAGTTT CATTCTTGTT GCCGAGGTTG GAGTGCGATA GTGCA^ATCTC 
16701 GGTTCACTGC AACCTCCGCC TCCTAGGTTC AAGTGATTCT CCTGCCTCAG 
16751 CCTCCCGAGT AGCTGGGATT ACAGGCTTGC GCCACCACAG CCAGCTAATT 
16801 TTGTATTTTT AGTAGAGACG GGGTTTCTCC GTGTTGGTCA GGCTGGTCTC 
16851 AAACCCCTGA CCTCAGGTGA TCCACCCGCC TCTGCCTCCC AAAGTGCTGG 
16901 GATTACAGGC GTGAGCGACC ACGCCTGGCC TATAGAGGGG ATTTATATTT 
16951 GATATGGATA TATAAATAGT AGCTTTAGAG TAAATAGTAA TAAAAP^TGGT 
1 7001 GGCTTCCTAG AACTGATTTT TATTTAATAA AATATTGTTT TTCCAGTGAT 
17061 TTTGCAAATA ATAGCATTTG TCCCCGACCT TAGATAAAAC AGAAGTTAGGA 
17101 AATAAAAATG CTAGTTTTTA TTGTTTATTT TGACAAAAGC ATAAII I I I C 
17151 C AGTAATG AA GATGTTTTTC ATTTATAAC A TTTAAATCTT AAGTGG"TTTG 
M 17201 TATACCATTA AGATTCTTGC TGAAGTGAGA ACACATCAAA TGGTATCTCT 
1 725 1 GTGTAAAATT TTAAACATCC TAAGTTGAGA GACGAGTTTA ATGAACTCCC 
^\ 17301 ATGTAACTAT TACTCACTTT CAGTAGATAC CAACATTTTG CAAAACTATT 
S 17351 TTCATCGGTC CGCAACTCTT TGGCCTATAC ATATATATAG TTACATATAT 
P 1 7401 TTTTATTTCC TGGAGTTTTA ATTCTAGAAA TCATATTTTC AATATTTATT 
O 17451 TATAACAGTT AAGGACATTT TTCTTTACAT AACCATAATT CTAT^ 

m 

17601 ATCTTATCTC TGTGTTGTCT AACACCCAGT CCATATTCCA GTTTCTCTGA 
1 7551 TTGTCTAAAA ATGTCACCTT GTATTTGGTT AAGTTTCTTA AGTCTCTTTT 
17601 AATCTTTAAG CATAATGTAT TTCI I I I I I I TAAGTGCTCT ACATAATAAT 
17651 GACATATTTT ACAGATTTGT TTAATGCCTC TGTAGGTTAG TGATTTACAG 
17701 CTAGGGATGAGCTCAGGTAGTGGGATTATTTGATTTGAGAGAGGAAATAC 
17751 AGCTATTATA AAGATTTGGA AGTAAATCC A TAACTGAAAG CCAATGACAG 
17801 ATCTTTTTTC CCTTCTAGGT AAATGACTTG CTCTGGAATG CAGATTCCTC 
17851 TGTGCTTGCA GTCTGGCTGG AAGACCTTCA GAGAGAAGAA AGCTCCATTC 
17901 CGAAAACCTG TGGTAAGACA GCTGTAGTAC CCCAGCCTTC TGCCCCATAA 
17951 AACGTAGTTG AAAGTAGACA GGTATGGGAT TTCCTTCATC CCTTCTACTT 
18001 AGTCCCTTAG TAGAATCAAA GATGCTGAAG TGGGTAGGTG GAAATGGGGG 
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18051 TGGTTAGGTT TTGATTGATT GTGGATTTCA GTCATGTATT GGTTGGGGTT 
18101 CTCTAGAGAA ACAAATAATA CATATATATA ATTCGTCCCT CAGTATTCTC 
.18151 GGGGGATTAG TTCTAGGATT GCCCATGGAC GCCAAAATCC ACACATGGTC 
18201 AAGTCCTGCA GTCAACCCTG CAGAACACTC AGATATGAAA AGTCA.GCCTT 
18251 TTGTATACTT GGGTTTTGCA TTCCTCAAGT ACCATATTTT TGATGTGCGT 
18301 TTGGTTGCGG GTATAGAATC CACAATATGA AGGGCCGACT GTATTCATTG 
18351 AAAAAAATAC GAATATAAAT GGACCTGTGT AGTTCAAGCC tgtgttgttc 

18401 aagggtcagc tgtacttaca tagagagacg gtgagagagg gmtagggtg 
1 8451 gggcgggagg gagagagagt aatagagtgt ggatagattt actttaaaag 

18501 attagctaat gtaggggatg gcaagtttga aatttgtggg ggcaggttgg 
s 18561 caggctggaa attcaggtaa gaattgatgt tgctgtcttg agtatgaaat 
j 1 8601 ctgtagggca ggctggaaac ttagggagga tttctgttac agccttaagg 
- 18651 cagaatttct tcttttctgc gaagcctcag tttttgcttt taaggtcttc 
^ 18701 agctgaatga atgggacctt cccacattat ggggaataat ctgctttcct 
n 18761 tatagtcagc cgattataaa tattaatcac atctacagaa taccttcaca 
t-, 18801 gcaacatctg gagtttagca gatagctggg tgccatagcc tagccaactt 
-2 18861 gacacaataa aattaactgt tgiaagjcat cacgtgcttt ccctagtgca 
18901 tggtattacc acagaaaaaa cactaaccaa aggaattctg tggacgtgaa 
1 8961 agaagattta gattaagcgt aaaagtaaga atatttttat agci i i i aaa 
1 9001 atgtataagt gtgtggtttt aagtattaaa taatacttga aaatgttaga 
19051 aaataagatg agaaaaaaat ctcatagttc taccacttcg taataatcac 
19101 tattcaaatt ttcttgtctt ctaggttttt catgtatata tctcac3tata 

19151 GCTATCATCT TGTTTTTGTT AAAAGTGTAG TAGGTATGGG GCAGGTGCGG 
1 9201 TGGCTCATGC ACTTTGGGGG CCCAGCACTT TGGGAGGCCG AGGCGGGCGG 
19251 ATCACGAGGT CAGGAGATCG AGACCGTCCT GGCTAACACG GTGTAACCCC 
19301 ATCTCTACTA AAAATACAAA AAATTAGCTG GGCGTGGTGG CAGGCGCCTG 
19351 TAGTCCCAGC TACTCAGGAG GCTGAGGGAG GAGAATGGTG TGAACCTGGA 
19401 GGAGGCGGAG CTTGCAGTGA ATGGAGATCG TGCCACTGCA CTCCAGCCTT 
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19451 GGCGACAGAG TGAGACTGTC TCAAAACAAA ACAAAAAAAA GTGTAGGTGT 
19501 GATACATCTG CATCATTTTA AATTGCTGTA TAATACTCGT TTATTCTCGT 
1 9551 TCATTAAATC TCATGCTGTT AGACATTTAC AGTTTTGTCA TTTCTC ATTA 
19601 TTGTAAACAG CAATGCATGG TACAI I I I IG TTCATAAATC I I I I lACTTG 
19651 ATTATTTTCT AAGTAGCTTT CAAACTCTTT AATCAGTAGA ACCCCCCCCC 
19701 I I I I I I I I I I TTTTTGGAGA CGGAGTCTCT CTCTTTCCCC CAGGCTGGAG 
19751 TGCAGTGGCC CGATCTCGGT CACTGCAAGC TCTGCCTCCC GGGTTCACTC 
19801 CATTTTCCTG GCTCAGCTTC CCGAGTAGCT GGGTCTACAG GCGCCCGCCA 
19851 CCAAGCCTGG CTAAI I I I I I GTATTTTTGG TAGAGGCAGG GTTTCACCGC 
19901 GTTAGCCAGG ATGGTCTCGA TCTCCATGTC GTGATCTGCC CGTCTCGGCC 
19951 TCCCAAAGTG CTGGGATTAC AGGCGTGAGC CACCGTGCCC GGCCTCAGTA 
20001 GAACCCTTTT AACTGCAATG TTAAGAAACT CATTATTGAT TCAAC ACAAT 
20051 AGTTCTTAAC CCTGGCCACA CCTTTAGAAA AAAAATGATA TTCAC3GCTTC 
20101 ATCTAAGAGT TCAGTTCAGT GTGTTGGAAT GGAGATTATA CGTAAGTATT 
20151 TAATTAAAAA CCAAAAGCCC CGAAGTGATT TTAAACAGCC GCAGTTGAGA 
20201 ACCACCGATT AACCAGTGTG TCAAGGGATG GCACTGTGAT ATGCTGAGCA 
20251 TAAAAATATT GCACAGGATG AAACCCTGTC TCTACTAAAA ATGC AAAAAT 
20301 TAGTCCGGCG TGGTGGTGCG CGCCTGTAGT CCTAGCTACT CGGGAGGCTG 
20351 AGACAAGGGA ATCGCTTGAA CTGGGAGGCA GAGGTTGCCG TGAGGGGAGA 
20401 TTGAGCCACT GCACtCCAGC ATGGGTGACA GAGTGAGACT CC ATCTCAAA 
20451 AACATGTATA TATATATATA CACACACACA CACATTGCAC AAGAACAGCC 
20501 ACAACATCTG TGCtCACAGA ACATCAGCAT GTGGTCTAAC TTCAAAGTGT 
20551 TGTAATAATG CGiGTTTGAGA CTAGGTTATG TTTGCTGTGA TCACTAAGTT 
20601 AAGCATTAGT GAGCAAGGAG ATTGAGAAAA TCCTTAATAT AAATAATATT 
20651 TCTTAATATA ACTATAATTC CTAATATAAC TAAGGTCTTA ATTTATATGT 
20701 CATCTGTTTAGTAAAGGTTGGTTTTGGCATGATTAAGTCTTGCTTGCTTA 
20751 ATAGATGTTG GAAGGATAAT TTCATGCTTA TCTTCTTTGG ACAGCTGAAT 
20801 CAGGATTAAT ACCCAGATAG CC7TGAAGAT AAGTGCTTGC AAAGCACCTG 



% 



20851 AAAGAAAATA AGCATCTTAA GCCCAATACA ACAGAATGAT GCTAGTCTAG 
20901 ATCTTGGATT AAGTGTTTTA ATACTTTTAC TCTAATTGCC AAGTTATCTT 
20951 CTTCCTAAAT CTTCATGAGA AAACCCACTA AAAGAATGCT TTTTCCTGGT 
21001 AGCCTTCCAT TGTGATCATA AAGTTTGGAA GTAAAGTTGA AAATAAACAT 
21051 GTGGGCCAGG CACGGTGGCT CAGGCCTGTA ATCTCAGCAC TTTC3GGAGGC 
21101 CGAGGCAGGC GGATCACAAG GTCAGGAGAT CAAGACCATC CTGC3CTAACA 
21 161 CGGTGAAACC ATGTTTCTAC TAAAAATACA AAAAAAAAAA ATTAGCCGGG 
21 201 TGTGGTGGTG GGCGCCTGTA GTCCTAGCTA CTCGAGAGGC TGAGGCAGGA 
, 21251 GAATGGCATG AACCCGGGAG ATGGAGCTTG CAGTGAGCCG AGA.TTGCGCC 

"pit . ■ ; 

CI 21301 ACTGCACTCC AGCCTGGCCG GCAGAGCGAG ACTCTGTGTC AkTj^AAAAAA 
^ 21351 AAAAAAAAAC GAAAATAAAC ATATGAATAA AAGTTAAAAA TAGAA/\AAAA 

21401 ACAAGAAAAT AAACATATAT TTCTGACCTT ATTGATTCTT GATATrTTAT 
1^ 21451 CTGCATGGAA AGCTATTTTT TGGCAGTTAT TATTGTTCTT ATTTTAGAGA 
U 21501 CGAGGCTGAG CAGGAAGGGT CCTTTGAAAA AGAAAAGATT GCCCTTGAAC 
^ 21 551 CCCTCTGGCA AGTGGGATGA AGTCTGCTTC CCAGCCTCTA ACGGCCTTCT 
V 21601 TTTCATTTTCCGTTGCAGTTCAGCTCTGGACTGTTGGAAACTATCACTGG . 
21651 TATCTCAAGC AAAGTTTATC CTTCAGCACC TGTGGGAAGA GCAAGATTGT 
21 701 GTCTCTGATG TGGGACCCTG TGACCCCATA CCGGCTGCAT GTTCTCTGTC 
21751 AGGGCTGGCA TTACCTCGCC TATGATTGGC ACTGGACGAC TGA.CCGGAGC 
21801 GTGGGAGATA ATTCAAGTGA CTTGTCCAAT GTGGCTGTCA TTGATGGAAG 
21851 TAAGCTCCTG GGAAGTGTGT CCATGAGCCT GCAAGGGGTC CTGAGCCTAG 
2 1 90 1 GGCCTGCAGA TGTGGTGGTT TGACTGGAAC AGTGGGGAAT CTTTATTTGT 
21 951 TTTGGCTGTT TGGGTTACTT G ( I I I I I I AT TGAATGGGAT ATMGGTGGG 
22001 GTATGTTCTC TCCTGAGAAC CATTGTCCCC CCTCCCCCAC CAGTTTCCTG 
22051 TTATACTGGA TCTGTGGCCT TCACACGTTT ACTTGCCTGG CCTTTGAAGA 
22101 CACTGAAAAC TTTGACTCTA GGTAGAGAGG ATGACAACAG TACAGTCTTG 
221 51 TGGGATTGGG TGTGTTAGCT TTATCTGTTT GCCCTGACAC AGATTTATAA 
22201 TTGACCCTTA TACCACCCCA CTTGTGTTGC TTTGTTTCCT GATACAAATG 
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22251 CTTGCTGATA TATACCTCTC CAGTATGTTC AGTTCATGCA TAAACGTTTG 
22301 CCTAATATGA AGATTAGGTT TATATTTTAT AATGAGGTAG AAGGTTTTTT 
22351 TAGGGGGTGG GGTGGGAAGG GCAAGACTGA AGAGTGAAGT AGTCACCTTA 
22401 ATGAATAGTT TCATTGCTGA TATGAAAGGG AGCACTGGCT TCTAAGATTG 
22451 TAATGTGAGG TGGATATTAA TTCATATTCT GTGTAATATT CTACATAATA 
22501 CTGATTTTAT AGTCATGTAT TCTATATAGA GAACTTAATC AGATCTGCGT 
22551 TATTACCAAA TCCACACATA GGAAAGTGCT TTAAGGATTT TGAAAGTATT 
22601 AATTCCCTTG GTTTAGTGTG GCTTGGTTGC AGGCCCAGGT TTAAAGCTAG 
22651 AGGTCTGACC TCTTGGCCTT TTTGCCTTAG TCCCTGGCAC CTGAAACTCC 
22701 AGGTACTGAG ATGGACTCCC CTAGGCCTAG AGGTGACAAT AGCCAATTAT 
r] 22761 GGACAGAACC CATGACATTT CCCCATCCCA CACTGTTTTT AGACTTGTTC 

22801 CTGAGAAAAA CATTGAAAGT TATTTTTTTG TGAATTGCCA TTATTGTTTA 
( : 22851 GATATACTGT GATGTTCAGA TGGCTTATCT TACAAATTGA ATATCCCTAG 
|i 22901 GTCTAATCCT CTTCTTTCTT TTTCACTGCA GACAGGGTGT TGGTGACAGT 
22951 CTTCCGGCAG ACTGTGGTTC CGCCTCCCAT GTGCACCTAC CAACTGCTGT 
23001 TCCCACACCC TGTGAATCAA GTCACATTCT TAGCACACCC TCAAAAGAGT 
2: 23051 AATGACCTTG CTGTTCTAGA TGCCAGTAAC CAGATTTCTG TTTATAAATG 
. 'l^ 23101 TGGTATGTTATAAAACTTTTGCCAAGATGTTCTGAATCAAGTCCCTTCTA 
23151 CTCCTACATA AAAGCAAATT ATAGTTTGGT GTTGCC ATAG GTCTAGTGTT 
23201 TCTCAAAATT TTTAAGTCTG CAGTTGATAT CATTATCATT ATGATA7TTA 
23251 ATTGCCTTGG GTTTTTGTTT TTTTTTTTTT TAATCCTATA CTGGTTTGTA 
23301 CGAGCCATTC GTTTTCCCTT ACTGACTTGA AGAGTCAGTT ATTTAAGAAT 
23361 AACATTGGAC TCTGGAAATA ACATAGTATG TTATACATTG TTAA.CATGTT 
23401 TTACTCTTTT CATAGCCTTT ACACATATTT TCAGTTGATC TCATCCCtCC 
23451 TAGGAGCTGT GTCAGAGATG GGGTTTTCCT CTTTTGTAGA TGAGGGAACA 
23501 CAGTGTCAGA GGTTTTGTAA TTTGTTTGAA CAAGAATGGA CAA.GGACCTC 
23551 AACACAGGTG TTCTAGCTCC TAATCCACTT GTCCTGCCAC AGCCCCATTG 
23601 CTGTCAGTTC TTCATTACTT TCCTGATGTG CTGGAGAATG TGAAATTTGT 
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23651 TTTTACTTGT GAGTTCTGTG GTTATGTCAT AAATTCTGCT GGCATATGGC 
23701 AGTGTTAGCC TTGTTTTCAA ATATCTTTTG AATTCTCAGA AAAAGCCTAG 
23751 ATAGTTGCCA AGAGAGAATA ATCAAAATTA ATTAATTTAA ATGGGAAGTC 
23801 CTTACTTTCA TATCAGCTTT TCTGTTAAGT CAGCAGCCCA CTGTGTACAT 
23851 GGATCCTATC TGGATGTATC ACCAGTTTCT CTGATTATAG TTTCAGTGTG 
23901 TAAAATGCTG TTACAGTCCT CCTTAAACTT TTCAAAATAG CTTTAAAAAA 
23951 AAGTGCAAAT ATGTTCATTG TCAAGGCAAA AAGAATCAGA TGTAAGCTTT 
24001 TGTGGGACTT AACTGTATGA TGCTAATGAG TTTATATGTC ACTTTATGAT 
24051 GTATGGTATG TTTTGTTCTG CATTCACTTA AAAAATAGCT TTATATCATT 
■ 24101 CATCTATTTA AAGTGTACAA TTCAATGGTT TATATGTGTG TGTATGAATA 
V 24151 TATATACATA TGTATATGTA TATATATGTA TATTCACAGA GTTGTACAGC 
; ^ 24201 CATCACCACG ATCAATTTTA GGACGTTTTT ATCTCCTCAG AATGAAACCC 
-J- 24251 TGTACCACCC TGCATTCATT TTACTTGAGA GAAAACTCCC TGTGATGAGA 

m 

; " 24301 TAGGACAGGT TGAGAGCTCC ACTTTTGAAA GATTGTTCGG CATCAATATG 

24351 TGGGGTTGGC CATAGGTCAG GGGCACCTGG AGGCAGAGAT TCTAGTTAGG 
f J 24401 AGAAGCTGTT GTCAAGTGTC GAGGCAGGAG CTAGCAAGAG CTTGAGCCAG 
^. 24451 AGCAGTGTTC ATAGAAATGG AAAGAAGAGA AAGATCATAA CAAATCCATG 
24501 AAGTAAAAAC CCTGAGAAGT TAAAGAAGCC ACTGGGGAGA GTTTGGATAT 
24651 AAGAGAATCT GGAAAAAGAG ATCTTGGACT GGAACAGGTC AGGGCTCCGT 
24601 GCCCAAGTGG AAGGGAAATT AAGAACTTGG AGTCAAGTGG TAGACATTTG 
24651 AGTGGTGTGG AGACAAGTTC GTTGCCAAAG TTTTCAAAGA TGGTGTTTGA 
24701 TGCATCCTGA GTATCACTCC TTTTTCCCCC TCATTGCTTC TTGATTGTTT 
24751 ATTATATGCC AGGCTTTTTT CTAGTACTTG GCTTGTTGTA CTAGAAAACT 
24801 AGTTGTACTT TGTCTACAAC TTGTTGTTCT AGGTGTAGAC AAAAGATATC 
24861 AATTAAATAT GATCTATCAG ATGGCAAGTG CTGTGGAGAA AAATTAAGCA 
24901 AAATAAGGGG TAGGGAGAGG TTAAGGATAA GGGTTTACAG GGGGAAGGTG 
24951 TCTTTCCTAT TTAGTGTGAT CCCAAAGGCC TCTCTGTGAA GGTGACATTG 
25001 AAGCAGAGAC CTGGTGAGAA TCACAGTGGG AGCCACGCAG ACATCTGGGG 
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25051 TAAGAGCGTC CCAAGCATTC TATGCTTGAA GGCAAAGAAG AAAAAAGAAA 
25101 GAGCGTTCCA AGCAGAGTAA AAAGCAACCA CCGAAGTGCC TGTTGTGTTT 
25151 AGGAAATAGC CAGGAGGCCA GGGTGGCTGC AGCAGAGCAA AGGAGGGGAA 
25201 GGTGGTGGGT GAGTTCAGAG TGGTGATGGG AATCTGCTCT TGTAGGGCCT 
26251 TGCGGCTTTT ACTCCGAGTG AGATAGGAGC CACCAGAGGG CTTAGAACAG 
25301 AGGAGTGCAG TGTTCTGGCT GAAI I I I I lA AAGGCTTGCA TTG6CTGCTG 
25351 TGCAGTGAAT AAACTGGATG AAGAATAGAA AGAAAATGTC TTTTAAGCAG 
25401 GTGCTTAGGA CTTTGGAGAA TTTGAGGATA TTGAGAGGTG GTTGAAGACA 
25451 GTGGAGGAAA TTGTCCACAG CACTGGGCTG AGAGGGTAGC CCCTTCACCT 
-4 25501 GGTCTTGCTG AGATGTGGCC TTTGTCAGGG AAGATTATGA CTGATGTGTT 
.! 25551 CTTAAGAGGA AAGCAGAGAT TTTAAGGAGG TTGAGATGTG ATTATTTTCT 
lii 25601 AGATTGCTGT TTGCCTTCTA GAACTCATTA ATTGCAGACA CCATCCCCTT 
-i 25651 AGTATTAGGT GAAATCTTAT AATTTACGAT GATAATATTT GCATTTTTGT 
^' 25701 TTTCCAGGTG ATTGTCCAAG TGCTGACCCT ACAGTGAAAC TGGGAGCTGT 
25751 GGGTGGAAGT GGATTTAAAG TTTGCCTTAG AACTCCTCAT TTGGAAAAGA 
25801 GATACAAGTA GGTTCTTAAT TATCTTGGGC TTCTGGGAAC AGAATCAGCC 
25851 AGCATGCAGT CCTAAATTCA GCCATCTGAT AACAGTTCTA TGCCTGTTGC 
25901 TGAGTGGAAC AAGAAATAAA GACAACACCC AGGCCCTGAC TTTCGGATCT 
25951 GATTGGAGAA GGCAGTCATG TAGTTTGTCT GAATGCCATA TAATTTGATA 
26001 GGTAGCAGGA GAGCATGAGT TGTAAGCCAG CCTAGGACCT ACTCCCAATA 
26051 GCGCTTGGTT CTCCAGGAAA AATCATGTGG GAAAGATGGA GATGACAATG 
26101 ATAAGGGGGA GCTGCA7TCT CTTACATAAA TGGGGATGTA TGGGTTGTTA 
26151 ACATGGATGA CCTAATGCAG CCTCTGTCTT TGCTCCATCC CAGAATCTAG 
26201 AACTTCTGGG TGCTGTGCTT TGAGGCTCCT GGGATGGAAA TCAGAATGCA 
26251 TTCTTCCATT GAAACAGTAT TGTAAACAAT TGGATGTTAT TGAATACCTC 
26301 AGGTACACTA TAGGCATTTG CAAAATGACC TAGAAACCAA ATTATAATGC 
26351 CACATCTGTG AGAGAACTTT TTTAAAAAGT ACCACTTATT GAGTACTTAC 
26401 AGATTAAAAA AACAAAGTGT AGAGGTTAGG TAACTTACCC AAGGTCATGG 
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26451 ACCTGGTAAC TAGAGAATTT AGGGTTTGAT TCTATTCTGT TTGATAAGTC 
26501 CATGTTCTTC ATTACTAAAC TACTCTGCCT CCAGGGAACA TTTATTGTTA 
26551 GATTAATAGA AATAATTAAC TGAGTACAAC AAATAGCAGA ATTTAATAAA 
26601 TAATGTTTCT TAAATATATG TGATATATTT AATAAATACA GCAGAAGTGT 
26651 TCAACCTCTG TATGATTTTG AGGCTGCCTG TATAATGCTT AGTAG I I I I T 
26701 AAAGAGCATT TACATGCATT ATTTCACTTC ATAGACTTGA AACCACTAGA 
26751 GTAGAGATAG AGGACAAATT AGAAAGTATG AGGCAGTTTA GAATATAGTT 
26801 TCATTTAAAA AAAATTGATG GGGATAATGC CAATTCGTCT GAGATTTCAC 
26851 AGAAGACATG AGTACTCATC GTGATCTTGG GGAAGGGATA GGTTTGGGGT 

^ 26901 TGGCAAAGAA TTGGGAACAT TGGGTCTGGT GGGGAAGAAA GTGTCAGTGA 

S 

26951 AAACCAGAGG TG6GACTGAT CCTCGATGGG ATACTCTATG TGAATGCAAT 
5 27001 GGAGAGCCTG AGTCCGGGGA GAGATGTTTG AGGAGGAAGA TCAGGCTAGT 
27061 GACCAACTTC TTCAGTGGGA GCTGCGGATT TGCCACCTGA TCTAAAAGGC 

IP 

27101 AGGAAGTAGC CATTGTCGGT TGCTACGTGA GGTGACAAGA ACAGTGCGCT 
t* 27161 GGTCAGGTGT ATAAATGCTA CCAAAGAATG CATTAGAGAC ATGGAGACCA 
27201 TCTCTCAAGC TAGTCAGTCA GTTTAATGTG AGGTGCTTAG GAAAGGACCC 
K 27251 ATTCTACTGC AAGTGACATA CCTGCCAGAG CCTGGTTTGA ATGCTGGTAA 
27301 GTCATGGCAG TGGAAAAGCT CTGGGGTTCA TTAGTGTAGG GACTAGGGCT 
27351 GGTAATTTTC TTGTGTAGTC AGTTTCCTCA AGTGTTCTCT TCAAATTTAA 
27401 AGATTTCAGG GTATGAGAAA TTTAGGGAAA ATATAAAAAC GTATTCTTAA 
27451 GCCAGACAAA GATTAATTTT AGATTTTGTA GTATTTGGTA GTATCTCAGG 
27501 TTTTGTCCCT CCAAATAATT AGGAGTGGAC TGTATACAAG ATGCTTCAGT 
27551 CTTCCTTCAT CCAGGAACGT CTCAGTGGTT TTTAAGTTTT ATTCATGTCT 
27601 TGGATATTCT TCAATATTTA CAATAGAATC CAGTTTGAGA ATAATGAAGA 
27651 TCAAGATGTA AACCCGGTGA AACTAGGCCT TCTCACTTGG ATTGAAGAAG 
27701 ACGTCTTCCT GGCTGTAAGC CACAGTGAGT TCAGCCCCGG GTCTGTCATT 
27751 CACCATTTGA CTGCAGCTTC TTCTGAGATG GATGAAGAGG ATGGACAGCT 
27801 CAATGTCAGG TATTGCAGTT TTTCCCTGTA CTCCACATGT TAA,GCAAATG 
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27851 GAGTTAGGTT TTTGTCTTTT ATGAGCATAC AACTTTTGAC TTCTATTGAT 
27901 CAAGGTTGAG GAGCAGTAGC TTTCTTGTTA GACACACTTA ACAAG AAGGT 
27951 TAAGTCTAGT TATGAGCCAT GTCAAAATAA CAGACCAAAA ATATATCAAA 
28001 AAGTGGTGAA AAATAGGATA AATATTAGTA GATGAAGCAA CTTTTTAAAG 
28051 ATATGTTAAA TATTTTAATT TAGCATCTAC CCACA I I I I I CCAGCGTGAT 
28101 TGTTATATGT TATAATTGAT TTTAATAACT GTCAAGCATA ATTAGAGTGG 
28151 CTAATTCTCA TGGGCTAATG TGATGGGAAG AAATTTTGTA TAAATC3CAGT 
28201 CATGCGCATA TATGTGTGTG TGTGTGTGTG TGTGTGTGTG TATACATACC 
28251 TTTTCTATGT TTAGATACAC AAATACTTGA CATGGTATTA CAATTGCCTG 
28301 TAGTATTCTG TAAAGTAACA TGCTGTCCAG GTTTGTAGCC TGGTAGCAAT 
28351 AGGCCATACC CCATAGGCTA GGGGTGTAGT AGGCTACACC ACCXAGGTTT 
28401 GTGTAAGTAC TCTATGATGT TTGCACAATG ATGAAATCAC CTAACAACAC 
28451 ATTTCTCAGA CGTATCCCCA TCGTTAAATG ATGCATAATT GCACATATAT 
28501 GCTTTGTTTT GATGTGGTGA CTTCAAAATG CTTCTTCCAG CCTCCTCTTC 
28551 TATATATCCT ATTTTGTACC TGACTACATT TACCATTAGA AAGTCTCTAT 
28601 TCTTCTTTGC TGAAATTTCA CTGTTCTCTG GGCCTGAGTT TTGTTTTGAT 
28651 TCCTGACTAT ATCTTCATTA TGTAACAGGT TTCAGTTAAT GAATGCTCTT 
28701 CTGTGTAATG TAAGCCCTGT TGTATAGTTG ATAGCATTTT CTAGCCAGTT 
28751 CCCAGAAGTC CTTGTTTCCA GTGTCAATAC TTGGCACCTT TGTCCACTGA 
28801 CACTAATCCC CAGATTAATT TGTAATTAAA GCCCTACTGG TGAGATTTCT 
28851 GAGAAACGTT GTTGCAAAAT TAGGAACCTT TCCTTTATAT ATATACATTA 
28901 CATAAATTTA TAGACATAAA ACATTTTAAT GCAGTCATTT GCTGCTACTC 
28951 TTTGACTGAT AGTCTTTCGT GATATTTTGA AAAAGCGTTT TGTTAACATG 
29001 TCTAAATGCA GAATATGTTC TAGAAATATG TAGCACTTAA AGTAAGGCAT 
29051 TAGATTACCT TTTGAAAAGC GGAGCAATTT ACTAAGTTTC TACTTCTTCA 
29101 GATTTGAAAT TCTTCATCAT TAGCTTGTAG AGGCAAAAGC TTGATGCAGT 
29151 CATCTCATTT GCTGTAAAGG AAATGAGAAG TCATTTACAG TATATTTCTA 
29201 CTGCTTTGAC TTTTATTTGT CAAAAAGACT GTTTTGTTCA TATAAAATAT 
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29251 TAATGCTTTT GAGGACTACA AAGTCCCTCG ATTTAGTTTA CATTTACTTT 
29301 AGCTTATACT TTGTAAAAAA TACTCTTCTA AATGCTTTGT CTGTTTrAGC 
29351 TTACTTATTT CTCATAATAC CTCTGTAAAG TATATGCCAT TTGCACCATC 
29401 ATTTTACAGA TGAGACAACT AAGACATGGA GCAGTTAGGT AACTTGCCTG 
29451 AGATCATGCA GGTGGAGCCA GGATCAAATC CCAGCGAGTC TAGCTCCAGA 
29501 GTTTGTTCTC TTCTTGACAG ATAATTTATC CTCACAAAAT TTGAAGCATT 
29551 TGTAGAGGAA TTCCCTATTG TTATAATGTT TAG I I I I I I I GTAGATTGGT 
29601 TAAAAACTTT GAATTAAATG TTAGCATTAA CATCATTTGC TTTTATCACT 
29651 ACTTCTTTGT CTC I I I I I I C I I I I I I lAAT CACTACCTCT TCCTCCXCTT 
29701 TTGAGAAATT CTGCTTCCGT GGCTATGGTC CAAGCTACTT GAGAcAGGTGA 
' 29751 GGTGGGAGGA TCACTTGAGC CTAGGAGGTT GAGATTGCGG TGAGCTGTGA 

29801 TTGTGTCAAC TGCATTTCAA CCTGGGCAAC AGAGCAAGAC ACTGTCCAAA 
*, 29851 AAAAAAAAAA AAAATAGTGA AATTTTACTT CGCTCCATTG ACTCAGGGAA 
^- 29901 AAAATGTAAT GGTGATAACA AATTCCCTTC ATCTCATTAG TGAAAATCCA 
£ • 29951 CAATTTTCCA TCAATCGATA TGATAGTGAT AGAGATATTG AGTGTGCTCA 
O 30001 TTTTCCTACA GACCAGCTGC TTTAACTATT TTAAGCAGAC AGAAATGATA 
□ 30051 TTGGTACCATCCATGTCTAATGAAGGCAATACTTTGTAATAAGTTGCAGT 
■ 30101 AAGTTGTGGC CAGAAGAGGA ATGATGACTT CACAGTGTAA ACAACTACCT 
30151 TATTGGGTTT GTGGAAAATG GTGTCATGTA GCAGATGTGG CTTTATCTGG 
30201 GCTTTGGTTT GGAGTAGT7T TATCTATTCA TCTAAGCGTC TGTCTCTAAG 
30251 TGTATAAGTG TGTGTGTGTG TGTGTGTATA GTATTGGGTG TGTATATATG 
30301 TATTTTGTCT ACATTGTATT GAAGTAGGTA GTGCAGCATC AAAAGGAAAT 
30351 TGTTGAT7TT CAAAATCAGT GAAAT6TCAC TATTTTTGAG AAAAATGGTC 
30401 TGTTTACACT CCCTTCTCCT I I I I I I IGTG AGTTCATCTG CAGCGGTGGA 
30451 TGGGGTCATA ATCAGTCTAT GTTGCAATTC CAAGACCAAG TCAGTAGTAT 
30601 TACAGCTGGC TGATGGCCAG ATATTTAAGT ACCTTTGGGG TGAGTATCAA 
30551 GGTGTTAGGA AAGCATGTTA TGACTTACAT AGATGCTTAG TTCTTAAGAA 
30601 CATGTACTTG TATCTTGTCA GTTCAATATT GATTGTCAGG TCTTTTAACT 
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30661 ACCCTGGAAA ACCCTAAGCT TTAGAGTGGA ATTGGCAAGT GTATTCTACT 
30701 CCTGTTTCCT CTTTTAATGA ACTAACGTAC TCTTAAAAAA GTGATTGATG 
30751 ACTATCGCAG GGACAAAAAA CGAAACACCG CATGTTCTCA CTCATAGGTG 
30801 GGAACTGAAC AGTGAGAACA CTTGGACACA GGAAGGAGAA CATC ACACAC 
30851 TTGGGCCTGT CGTGGGGTGG GGGAGGGTGG AGGGATAGCA TTAGGAGATA 
30901 TACCTAATGT AAATGACAAG TTAATGGGTG CAGCACACCA ACATGGCACA 
30951 TGTATACATA TGTAACAAAC CTGCACATTG TGCACATGTA CCCTAC3AACT 
31001 TAAAGTATAA TAAAAATATA TATATAAATA AATAATGCCA GCATTAGAGA 
31051 AAAAAAGTGA TTGAAATTGC ATGTTAAGTG TTTTAGCAAA TGTTGATGTT 
31 101 GATGGI i I I I TGCAAAGAGC GCATCAGCTA TTTGTGAACT AGATCTGTGA 
31 161 ATCTTGCAGA GTCACCTTCT CTGGCTATTA AACCATGGAA GAACXCTGGT 
31201 GGATTTCCTG TTCGGTTTCC TTATGCATGC ACCCAGACCG AATTC3GCCAT 
31261 GATTGGAGAA GAGGTAGGTG AACACGGAGG AGGAAATTTA CTTAAAGTAG 
31301 TTACCCAGGG ACTGATGGCA TTAAGTAGAA AGAGCGTGGG CTTTGGAGGT 
31351 GGACTTGGGT CTCCACTAAA TGCCTAGACA ATAGTGGGAA ATGATCTCAC 
31401 TTTCATAAGG CACACCTTAT TCATCTATAA AATGGGAAAA TGAGTATCTG 
31451 TCTATCAGGG TTCAGAAGAG TAAATGAGAT AATATATGTG ATTAC5CAACC 
31 501 TTTTATCCCT AGTTGTACAA ATCATTCAAA GTTAATTTTA TTTAGTAGGG 
31551 GAAACAGAAA TGTGATCTTG AGAATAGTTT TAGTAGATTT TTATTCAACA 
31601 CATACTAGAA TGCCTATAAT TGTGGTGGAT GGTAGAATGC AGTGGCTGGA 
31661 AAACAAAACC GCTTGACTAA TTCCTGCTCT TCTGGAACTT GTGATCTATT 
31701 AATTTCAATG TAATGATTCC CTTTGTTGGG AGTGTGATGG AAATGGACAG 
31751 AGTATACTGG TAGAGAATAC TGAGATGTTT GAGGGGTAAT TTGAGGATGG 
31801 TGGCTATGAG AATGGGAGTC CTGCATCTGG TGGTCCAGGA AGGCCTCTCG 
31851 GAGGCAGTGA TGTGTGTGCT GAGATGTGAA GAAAAAGAAG GCTCTGTGTC 
31901 CAGGCAGAAG GAACAACAAA CTCCTTGAGC TTAGCAAGAG CTCATCTTAT 
31951 TCAAGGGACT GGATGGAAGT ATTGTGGCTG GAGCTCAGTG ACAGTCATAG 
32001 GAGGGAATTT GGGTTCTTTA ATTGAACAAA GATTAGAAAC TTCTTGTGAT 
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32051 TTTTAATAAC AGAGTAATGT GTTCTGCTTC ATGGTTTGGA CAGTGATTCT 
32101 GGCTGCeCAG AAGAGACTTG ATTGGAGAGT GACGAGACTG GAATATGGGA 
32151 TCAACACCGG TTGAGTGGAG TTA6TGAGGG GAAAAAGGAG ATGGGTTTGA 
32201 GATATGTGTA GGAGATGGAG ATGTCAGGGC TCACTGATGG ATTC3GATGGC 
32251 TTCACATTCC GTTTTGCACT GGACCAGCCA CGTCTTAGGT ATCTATCTTT 
32301 AGTCCTGATT ACAGGAACTT AGGTGTGAAA TGATAGGGTG GTAGAACTAT 
32351 GTGATAGAAA AGGTAGGTTT AACTGATTTG AGATAGAATT GCTTGTGATT 
32401 TCAGTTTTAT TTCTTTGCAG GAATGTGTCC TTGGTCTGAC TGACAGGTGT 
32451 CGCI I I I I CA TCAATGACAT TGAGGTATCA AGGCTTGGTT TGGTGTTGGA 
s , 32501 TCCTTTTCAC AGTGTTAGCT CCGAGTAATC TAGCTAGCTT TCACCCATGC 

y 32561 CTCTCTGGCC TTCTCTTGCA GGTTGCGTCA AATATCACGT CATTTGCAGT 

U 

* 32601 ATATGATGAG i I I I lATTGT TGACAACCCA TTCCCATACC TGCCAGTGTT 
^ 32661 T7TGCCTGAG GGATGCTTCA TTTAAAAGTA AGTTTTCAAT GTATAAAACA 
5^' 32701 GAAATGGTCC CTTCTCCAAT GTCTTTTGGA GTCTTGATGA CTTTTTGAAT 
1% 32761 TCTTCATTTA TTTTGGCTTT TTATCAAGGA GTCCTAGGCT GGAGAAAATC 
^ 32801 TTTAGAGTTA TTTTACTTAG ACCCTAATCT CAACATAATA TCTCAGTTAA 
""J 32851 ATCATTCTGC ACTTTAGTAA AGACATCCAA GGAAGGGAGT TCCTTCCTTA 
m 32901 AGCAGCACAT TCTAAAGTTA AAAACTTTTC AGGAAATTTT ATTATGTAAC 
32951 TGATCTAATA TTTTATTTGG AATTACTATG TAGATCCCCA ATGTTTTACC 
33001 TTCTGTGTAG TCTTTTCCCA CTGTGCCCAC CCTCCACTGT ACATCTGCGC 
33051 TCCATCTAGT GGTTTGTAGG ATATTGGCTG CATTTTGTCT TCTGTTCCAT 
33101 GCCCTATCTA TCTGTGTGTG TGTGGCGTGT ATGTGTGTGT GGCGTGTATG 
33151 TGTGTGTGGC GTGTATGTGT GTGTGGCGTG TATGTGTGTG TGGCGTGTAT 
33201 GTGTGTGTGG CGTGTATGTG TGTGTGGGGT <3TATGTGTGT GTGGCGTGTA 
33251 TGTGTGTGTG TGTTCCTTAT TCTAAAAAGG CAACTTATTT TCTTTGCTTC 
33301 CAACTTGGAA ATAGGGAATC TTTCTTTCAT TGATATGATT ATAGTACACT 
33351 GATAATGCTA AGAAATAGAG AAGTTGCCCC AATTCTTAAC TGTGTTTCTC 
33401 CACATCATTT GAGAAGCTGT GTATGTGAAT GTGCATGAGG GCTCTGTAAG 
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33451 AGAGAGGGCA AGTTCCAGGG ATGAGCGTGT TCATCAGCAG GGCTGATAGT 
33501 CTTGAGGTTC AGTGGGAGAG CTAAGGCACA TGGTTGTTAT TTGTTCTCTT 
33551 CTATTTCACA TAATGTGTGC GGTTTCAATT GGAGTTAATG GAGAGTGGCT 
33601 TGTTGTGATA ATTAAGGCTT ATTAGTTAAT GGTGTGTTTA GCATTACAGG 
33651 CCGGCCTGAG CAGCAATCAT GTGTCCCATG GGGAAGTTCT GCGGAAAGTG 
33701 GAGAGGGGTT CACGGATTGT CACTGTTGTG CCCCAGGACA CAAAGCTTGT 
33751 ATTACAGGTA AGCTGGTTTT TCAGACAAGA TAGATAGTCT GATTGTCATT 
33801 CAGCCAAGTA CCAAGCATAA TTCTTGCAGG TTGTATTTTA GGCTTTCTTA 
33851 TTCTTTGTAT CGTTTATTGT AAACCTTTCC TTGATAGTTT TCTGrTAGCT 
33901 TTATTCAAAG GAGTGTTGAT ACAGGCTGTG ACCATAAGGC TCAAAGCGAA 
33951 ACTTTTCTTG AAAGTCAAGA TAAATATAGA GAACAACAAG ATTCTGCTAA 
34001 AAGTGTGCTG ATTTTAGAGA GTTGTGGTAA TTCTCTGTGA AGAC3TTAGGT 
34051 AAAATGGTGT ATCCTGGCTA TTTAAATGTT TTCTACTTAA TTAAAA^TGT 
34101 TACTGCTTTA ATTTATTTAA GATGCCAAGG GGAAACTTAG AAGTTGTTCA 
34151 TCATCGAGCC CTGGTTTTAG CTCAGATTCG GAAGTGGTTG GACAAGTAAG 
34201 TGCCATTGTA CTGTTTGCGA CTAGTTAGCT TGTGAT7TAT GTGTGAAGAC 
34251 AATAAGTATT TTATTACAAT TTCGAGAACT TAAAATTATG AAAAGCCCTC 
34301 ATTACCTATA TCATCAATCA GATTCTTAGA GGCTCTTTTT I I III II I l A 
34351 ACTTTTTTAC TTTAATGCAG TATTTTGTAG TGGAGATTCC TAGCAGAAAG 
34401 AATCGTGACA CTCATCATAT AAAGGAGGGC TTCTCTTAAC CTGAGGGAAC 
34451 ACATGTGGGT TTTAGGTGGC CTGTGAACCC AGGGAGATTG TACACACCAA 
34501 ACCTTGTCTT TGTGTATTTA TTCAAGTAGA AAGCCCACAG CTTTCAATAG 
34551 ATTTACAGCG GGGCCTATGA CCCAGAAAAG CCTGAGCTAC TCTTGTGAAG 
34601 GAAATGACTG ATTTTCTGAA CCTATTTGGA GGAAACTTTG TATTGGAAAG 
34651 ATCTATACTA ATGTTTTGTT TAAAAAGTAG ACCTGAATTC CATGATGATT 
34701 TTCTTTGTTT I II I I I IGAG ACAGAGTCTT GCTCTGTCAC CCA3GCTGGA 
34751 GTACAGTGGC GCAATCTCGG CTTACTGCAA CCTCTGCCTT CTGGGTTCAA 
34801 GCAATCCTCC CACTTCAGCC TCCCGCATAG CTAGGATTAC AGGTGTGCAC 
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34851 CACGCCTGGC TAATTTTTTT TTTTGTATTT TCAGTAGAGA CAGGGTTTCA 
34901 CCATGTTGGC CAGGCTGGTC TCAAACTCCT GACCTCAAGT GTTCTGCCCA 
34951 CCTCGGCCTC CCAAAGTGCT AGGATTACAG GTGTGAACCA CCGTGCCCGG 
35001 GCTTCTGTAA TGATTTTCTG TTGTATGTAT GTGAAGATGT AGTTCTCAGA 
36051 CAGTCATGAT 6ACTAAATTA CACCTTTTAA GAAGGTAAAT GAATGTGGTA 
35101 CCTGA I I I I I TTATTCTGTA ATTTCAGAGT AGAAATCCAG TGATAGTAGC 
35151 TTGGCATTGG GGCTGTAATC TGATTATAAC TGGTTTGTAT CATAA.TGAAA 
35201 ATATGCTGGG CCCATGGAGC TCAG I I I I I G TGAATATCTT TTCT/\TTCTT 
35251 TCTCTGTCTT CTCACAGACT TATGTTTAAA GAGGCATTTG AATGCATGAG 
Q 35301 AAAGCTGAGA ATCAATCTCA ATCTGATTTATGATCATAAC CCTAA.GGTAA 

35351 CTTTCTAAGC TGTCATTTAC TCTAGCTTAC TTTGTACTTA AACTAATATG 
m 35401 ATCTGAACGA AGATG7TTTG TCCTTTTTTT GGTAGGTGTT TCTT3GAAAT 
Y 35451 GTGGAAACCT TCATTAAACA GATAGATTCT GTGAATCATA TTAACTTGTT 
i 35501 TTTTACAGAA TTGAAGTAAG TATTTTGAAT AATTCATGTG TATCI I I I CC 

35551 ATAGTTTTCT CTGTTCTTGT TAAGGAAATC AAGCATAAAT AGCT/KGAGAA 
S 35601 GAAAAATTCC TTACTGTTCA TTTTTAAAAA TTGCTATAAC TCTTAGATGC 
py 35651 CAGTTGGTTTTTTGCTCTTTTCCGTTCTTTTTAAAACAGCCTGTTTAAAA 
35701 CTATGTCCTT AAAACATGTC ATTCAGAATT ATTATTTCAC TTGA I UNA 
35751 GGTATACATA TAAAACTACT TGTTTTTCCT AGGAGACTGA AATCAAATGG 
35801 CATCTTTCTC TCTGATGATC TTTCCCCTCA ACTTTTTAAT GAAACACTTT 
35851 CAAAATAGAG AAAAGTTGAG AGAATTGTCC AGTAAGCAAC CTATATATAC 
35901 CCCACCTGGA TTCGCCAGTT TATAI I I I 10 TGTATACACA TTCTCATTCT 
35951 CTATAATCTG TCCATCCATC ATTCATCTTG TTTGTAGACA AATTGCTAAG 
36001 TGAGTTGTAG ACATCAGTCC ACTCTACCAC CTGTACTTCT CCTTGTATAT 
36051 CATTAACTAG AGGGCATTCT TTGTGTATGG GTTGGTTTTG TT6TG I I I I I 
36101 TCAGGTCATA TTTATCTACA GTGAAATGTC CAAATCTTAA GTGXGCGACT 
36151 TAGTGAGTTT TGGCAAATGT ACACTTCATG TAACCTGAAC CTCTGTCAAG 
36201 TTAGAGGGCA TTTACTCCTT TTCAGAAAGC TGCTTCAGAT TCCTTTCAAT 
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36251 CAGTCCCTGT CCCATTCCCC AGGCAACTAC TCTTCTGAAT I I I I l/^CCAT 
36301 AAATCAGTTT TGCCTGTTCA AGAACTTCAC CTAAATGGAA GCATACAGTA 
36351 TTACTCTTCT GCATAAAGCT GTTTTCATTC AGCATATTGT CTTGAGATTC 
36401 ATCTGTGTTT TTATATGTAT CACTAGTTCA TTC I I I I I I I ATTGGTC AGT 
36451 AGTATGCCGT TGTGTAAATA CACCACTATT TGCTTATTCA TTCCCCTGTT 
36501 GCTGGACATG TGGATTGTAC TACCCTGTTT GGGGCTAATG TGACTAAAAC 
36561 ATCTACAAAC ATTTGTATAA GTCTTTTGTG GACATGTTTT ATTTCTCAAT 
36601 Al I I I lATAA TTCAACTCTT TTCCAAAAGT CATTTTTATT TATCATCATC 
U 36651 AGCATGCCAG GTGTATGTTA GTAATTTGAT CGCTGGGCTA CATGTTCTGT 
52 36701 TGATGACCAT TCCATACACA CCTGTTCTTA GAGAAGAAGA TGTGACGAAG 
36751 ACCATGTACC CTGCACCAGT TACCAGCAGT GTCTACCTGT CCAGGGATCC 

5 36801 TGACGGGAAT AAAATAGACC TTGTCTGCGA TGCTATGAGA GCAGTCATGG 

111 

St 36851 AGAGCATAAA TCCTCATAAG TATGTATGCT GTCACCAGGT GGCA.TCCTTT 

a ■ 

Q 36901 GAAAAACCGAAGTGTGTAGTTGTCCTTGTCCAGCCTACTTACCTTTCTCA 
36951 TTCTGGTGTT CTTCACTTAT TACCTCAGAT ACTGCCTATC CATACTTACA 

^ 37001 TCTCATGTAA AGAAGACAAC CCCAGAACTG GAAATTGTAC TGCAAAAAGT 
37051 ACACGAGCTT CAAGGTAGAG ATCCGCTCAC AGAGAAAGTG CTTAAGGTGG 
37101 CGGTGACTGC TACTAGTCTT CTGCAGGTGA CAATCACCAT GTCATTGOCA 
37 1 51 CACCACAGAT TTAACATGTG ACTTTTTAGT TGGCATTTTA AGACCCTTGT 
37201 CAGTTTTTTT CAGTGCTGCC CTCTAAAGCA TATATAAAAG TATCAGAAGT 
37251 ATATATTCTT CTGATGTCCA GTTGTATTGA GAAAAATTTA TTGTCTTTTT 
37301 GGTTATGTTG TTAGGTCTGT GGATTTTTTC CCCAAATGAT TGTGTTCTGT 
37351 TTTGTTTTCT AAACACTGTT AGGAAATGCT COCTCTGATC CTGATGCTGT 
37401 GAGTGCTGAA GAGGCCTTGA AATATTTGGT GCATGTGGTA GATGTTAATG 
37451 AATTATATGA TCATTCTCTT GGCACCTATG ACTTTGATTT GGTCCTCATG 
37601 GTAGCTGAGA AGTCACAGAA GGTATGTGGA GTTCTTACTT TTATGCCATT 
37551 TGGTTCTTGT TTATATAATG ATAGTGTGAA ACCCTGCTTC TGGTAGTGCA 
37601 GTAGCTTTTC TGCTATCACT CTGTGAGTGC AGGGCTGGAG AC AGATCTGT 



55>4221_1 




37651 GAGTTTCTAG GGCCCACATT CCTAAGCCCC TGTGCTTATG AAAGTGTTTT 
37701 GATTGTGAGG TTGAAGAAGT GAAGTAAAAT TGCATGGCTT I I 1 1 I IGTTT 
37751 cm I I I I I I GAGACGGAGT CTCACTCAGT CGCCCAGGCT GGAGTGCAGT 
37801 GGTGCGATCT CGGCTTACTG CAAGTTCCAC CTCCCGTGTT CACGCCATTC 
37851 TCCTGCCTGA GCCTCTCTAG TAGCTGGGAC TACAGGTGCC CATCACCACG 
37901 CCCGGCTAAT I I I I IGTATT TTTAGTAGAG ACAGGGTTTC ACTGTGTTAG 
37951 CCAGGATGGT CTCCATCTCC TGACCTCGTG ATCCGCCTAC CTCAGTCTCC 
38001 CAAAGTGCTG GAATTACAGG TGTGGGCCAC CATGTGCGGC CTAAAATTAC 
38051 ATGGTTATTT TTAAGATGAT GGGCATATGT GTGAGGTAAT TTCTTCTCTT 
38101 ATAAAGGAAA TGTAACAAGT GGTrCATGTT CCACTCCGGT TCTTTCTCAC 
381 51 ATGGCTCTTT TTTCTAGTGG AGGGTGGGCA CATGGAGCAC AGAAGGCTCA 
38201 TGGCCTCCTT TCCTATGTTG GTACATTTGC TATGATCAAA AACTXTGAAC 
38251 ACCACTGGTA TGCATATTTT TTATTTATTT TTTTGCAGCC TCAGTCTCTT 
38301 CCCCATGACC TCTCCAAAAA TGAAAATCGG ATCCTTCATC TCTCTGCTTA 
38351 AAATACTTCA TGAGCTCCCA TTGTTCCGAG GATATAATTC AGAAGCCATA 
38401 ATACTGCTTA AAAAGCCTTC CTTGACCTGG CCTCTGTGTA TCTTTCCATT 
38451 CTCACTTCTT GGTATTGTCT I I I M I CCTC TGCCCATGGA GGAAAGACAA 
38501 TGCTTTTGTC CCCCTTCCCT TGGCCGTCAC GACCACATGC CTTGGTGGGC 
38551 AGCATTACTT CTGCCATCCA TGGGGTTTGA CTGCTTCCAC CCTCACCATT 
38601 CCCCTGGCTA ATTCTCACTA ATCTAGGTTA AAGGATGCCA AGGTGGCCTC 
38651 TTCCCAGTAA GGCATTCATG CTTCCCTCCA GGGACTGGGT GAGGTGACCC 
38701 TGCTATATGC TTCTGTTGCA CACAGTGCCT ACCCCTGCAG ACTACAGTGT 
38751 GTCTTTATCT AGAGTGCGGT ATTTATTTAT TTATTTTTGA GACAAGGTCG 
38801 GGCTCTATCA CCCGGGCTGG AGTGCAGTGG CACCATCTTG GCTCACTGCA 
38851 AGCTACGCCT GCTAGGCTCA AGCAATCTCA CGTCAGCTTA CAGGCGTGCA 
38901 CCACCATGCC TGGCTAAGTT TTGAAI I I I I 7TTGTTGAGA CGGGGTTTCG 
38951 CCATGTTGCC CAGGCTGGTC TCAAACTTGT GAGCTGAAGC AATCGATCTG 
39001 CCTCGGCCTC CCAGAGTGCT GGGAATGAGC ACTTAATTAT Tr<3TTGTCTT 
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39051 GGGTTTTCTT CCTATGTTGT TCTTACATGT ATTTATCCTG TCAGCCCAGG 
39101 GAAATTGCAT TAAAAACAGG AAACACCTCT CCATTAGGAA GAAAAACAAT 
39151 TTGCTTACAG GGCATGGCAT AGAGCTGGAG ATGATAGTGC CAATAAATAC 
39201 TAGGTTGGCA GGGTCTCAGA GTTTTGTGTC CAACTCAGTA TAATTTTATG 
39251 TTTGTTTTAA TGTGATCATT TCAGGAGAGC ATGGAATGTC ATGAAAACAG 
39301 CACCAAGAGC AATGTCTTAG ACTTTTAGGA GAAACTTAGA TGGATTTGTT 
39351 GAATATCTTC TAGACTGAAA, CCTTATTTCC CTTATTAGCC TATGAAATAA 
39401 ATGATACTGT GAGACTTAGT TAAGGAAGTT ACTATTATTC CAAGTGTAAC 
39451 TTATTAATAT CCGTATGTGA AAGCAI I I I I GCCAAAGCTT GTTTGATGTT 
39501 CAGCTGACCC TTGCACAACG TGAGTTTCAA CTGTGCGAGT TTGAACTGTG 
39551 TGGGTTTATC TAAATGTGGA TCTCTCTCAA ACACAGTTGG CCCTTTGTGT 
39601 CCACGGCTTC TGCATCCACA ATCAGTGTGG ATCAAAAGTA CAATATTTGC 
39651 AGGATTTGAA ACTTGCAGAT ACAGAGGGCC AACATTTTGT GTATCCAGGC 
39701 TCCATGGGGT CAAATGTAGG ACTGGGGTAT GCTTGGATTT TGGTATCCTT 
39751 GGGGTGTCCT GGAACCAATT CCCCATAGAT ACTGGGGGAC AACTGTAGTT 
39801 TGATTTTATA TATTATATAA TATGCAGTTA ATATATAATA CACATTTAAA 
39851 AATTATGTAG CTTTGGGTTT ATTGCTATAT GTAAATGCTA GTTTCTATTC 
39901 CTATATATGA ATATCAGAAG TAATAAAGTT CTCATTAATC ATTI I I I lAG 
39951 GATCCCAAAG AATATCTTCC ATTTCTTAAT ACACTTAAGA AAATGGAAAC 
40001 TAATTATGAG CGGTTTACTA TAGACAAATA CTTGAAACGA TATGAAAAAG 
40051 CCATTGGCCA CCTCAGCAAA TGTGGTAAGT GTGGGGATTA GTATGTTTAT 
40101 CTCTACTTCA GATCTTCTTT GGAACTAGGC AAGGTATAAA TTAAACTGTT 
40151 AGTTTAGACA GTGACTGATT TCACTTCCCA CTCCTGAAAA CTCTAACAAT 
40201 TATGTATGCT CACGTTATTT TGTCCTGTGT TCTGAAAAGC TGAAGGTAAT 
40251 CACTTTTAAT GAACTGGAGG AGGTCCCTAG GTAAGAACGT CAAGTAGATC 
40301 CI I I I f IGGT TAAGAATGAG CACCTGTGAA GTTAACTTCA GTGTCTCAGA 
40351 ATCAAAATTG GTTGACAGTT CTTCCTTCTC ATGCTGTTTG CAGACATGTC 
40401 AGGGAAACTC TGCTTGTCTG GAGAGAGT6A TGAGGCCACC TCCCCGTGCC 
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40461 CTGCAAGACG CAGTTTTAAT TGACAGTGAT GGGGTGCCAG TTGTTCTTCC 
40501 CATGCTGGAA CAGTTGTGAT TCTTTACTGA GGACTGATGG GGGAAA<5GAA 
40661 GAATCACCTG GGGTGCATGT TAAGCCTTCA GCTGCTGGCA TCCTTGGAGA 
40601 ATCTGATTCA GGTGGTCTGG GATAGGACTG AGGCGTGCAT GTGTCTAATA 
40651 AGCTTCCCAG GTGATGTCTT TTCAAGGAGG CTGAGAAAAC ACTGGGCTGG 
40701 AAAGGTGGGA CTCTTAAGTA GGATGCTGAT CCCAATCAGT GCTGCTCTTG 
40761 CCTCAGAATC TGCAGTGGTG CTCATTAAAA ATTCAAATTC CAGGATCCCA 
40801 TTCTTCAGAT TCTCTGATTA TTTAGGTCTT AAAAAGTTCC TCATTTATTT 
40851 TGTTTGGTGA CCATTGGTAT AAATGAAGTC CATTATGCTT CCCATGTCTT 
40901 AAGCCTGTCT TTGTGTGAAT CTTTTTCCTG CAGGACCTGA GTACTTCCCA 
40961 GAATGCTTAA ACTTGATAAA AGATAAAAAC TTGTATAACG AAGCTCTGAA 
41001 GTTATATTCA CCAAGCTCAC AACAGTACCA GGTATGTGGT ATGTGAAAAT 
41061 GAGGCTCTCC TGGTTTTGCT TTTTGCTTTA GTAGGAAAGG AGTGAGGATC 
41 101 CTAAGTTCAT AACACCATCC TTGGCTTCAA AATTTATCTT AAAACTAATT 
41 151 AGCCTCAATT TGAACTTCTT ATCTGGGAGA ATGGTCCTGA GCTGTTCTCT 
41201 GATTCCTCAT CTGGAATAGC ACAGCACCTT CCTCGTGGGG TTCCCTGCTT 
41251 CTTTCCCACC CCTCCTCTAG CCCAACCTTA CTGCTGTAAG TCTGATTATC 
41301 CTAACAAGTA CAGATCTTTC CCATATATTT CAGCATAAAG GGAAATTTTT 
4 1 351 GTTTGCTTGA AAAAGCATCC CTTTAGCTTT TTTTATATAC CACAC ACTTT 
41401 GCTTCTAAGT TAAATGTGTT ATATGATCCT CTTAACAGCC TCATAGGGTG 
41461 CTGTACACAA TTTGTAGATG AGGAAGCAAC TTGCCTGAGG ATCCAGAGCT 
41601 ACAAAGTGCT GGACCTGGGA TACAGAGCCC AGGCTGCCTG ACCACCCTGC 
41561 CCATGCCATT AACCACCACT CTACCATGCC ACCAGCATCA CCATTTTCAG 
41601 TTTGTCCTCA GACAATATAG AGATCTTTGT TTGATCAAGG CGCTGCCAGC 
41651 TTGTTTAGGA CGAGCTTCTG CGACTGTCCA CATTCCCAGT TACTTGTAGG 
41701 TAGTTCTAGA GATGTCACAT GGTGTGATTC CTCTGTCATT TCTCTACCCA 
41751 GCAGGCTTCC TTTAGCCGCA TTTGTCCATC AGAAGCCTTG GGTTACTCCT 
41801 GAATGCCATT CCTGGACGAG GGGGCAAACA CTGAGGGGGG AGAGCAGGCT 



41851 GCCCTCGCCT TGGTGATTGC ATTTGTCAAA CTGCTGATTA GCTGGTTTGT 
41901 CACCTCCACC AGGCTGTGGG CTCCTTAAGG GCAGGGACTC CATGTTGTAT 
41951 TCCTCTCTGA ATCTCTGGCT AACATCCAGC CTGGAGAATC GAGGA.TTTGG 
42001 CCAGTGGATA CCTCTTTGCC CTTGTTTTCT GTTCTCTTCC ACACTCTCTC 
42051 TGCTCTAGTC ACACTGGCCG TCCTGTTACT CCTCAGACCT GCTArACACA 
42101 TTCCTGCTGC ATGGCCATGG TGCCTTCTGT GCCCTCTGCC TGGTGCCCCC 
42151 TATCTCATCA CGTGGTTTAT TCTCCTGACA GCCATTAGAG CTCACACTCC 
42201 CTGAGAGCTG CAAGGAGACT GTCCTCTGTC CCTTTACTCA CGTTTGCCAT 
42251 TATGCTATAG ACTATATTTT GTCCCTAAGT CCATCCTCTG TTACTATAAG 
t 42301 AGCAGCAACT TGGTGGTGGT TCTTATATGG I I I I I CATTT GTTTGGTTTT 
42351 ATTTTTTGCC TTGCTGTAGT ATCCATACTG CCCAGAATGG TGCATATGTA 
42401 GTTAAGAGTA ATTATTTGTT GAGTGAATAA ATGGCACATC CTCAGTAAGG 
42451 TTTTGAATGA AAAAATGACT GTACTAACTG ATCAACTGTA AGATTTTCCC 
42501 AGGTAATTCT TTCAAGGGAG TTCCAAGTAT AGGAACTAAG GCAGCTACAC 
42551 TGGAGCTTTA GAGAAATGAT TGTCATATTT CCTCCTCAGT CCTAAATCTC 
42601 CTCTTGTCAC AGGATATCAG CATTGCTTAT GGGGAGCACC TGATGCAGGA 
42651 GCACATGTAT GAGCCAGCGG GGCTCATGTT TGCCCGTTGC GGTGCCCACG 
42701 AGAAAGCTCT CTCAGCCTTT CTGACATGTG GCAACTGGAA GCAAGCCCTC 
42751 TGTGTGGCAG CCCAGCTTAA CTTTACCAAA GACCAGCTG6 TGGGCCTCGG 
42801 CAGAACTCTG GCAGGTAAGT ACAATCATTT ATATGTTTAC ATCTACAAAG 
42851 GITTTAAAAA ATTTATTTCT TTTGTTTGGT AATTTTGCAA ATAAATTTAG 
42901 GGCAGAATAC TGTGAGACAG TCTTGTTCTC ACTGATAAAA ATTAATTTAG 
42951 AATGCTTTAA AGGATAAGCT ACTACAGCAA GAGTCCCAGA ATGCAGTGGC 
43001 CCAATATGGA AAGAAGTTTA TTTCTCTCTC CCATAGGGAT TTATAGGCCC 
43051 TTCCGTTGTG TGGCTCTGCA ACCTTTTAGG CAGATGGTTG TAGCTGGGTT 
43101 ATCTCCACAG CTGTGGGGAA GGAAGGAGAG TGGGGAGAAG TTAGAATCAT 
43151 GGTAAAACAT TTACCTTTAA GTTGGAAATG ACCTGGATGG AAGTTAAACT 
43201 ATCACCTTCT ATTCCATCTC GGGCACGCCA TGTAGCTGGA TGGGCTGTGC 
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43261 CCTGTAAGAA GGTAAAGATG AATTTTTGGA TGGGTCCATT CTGTTATAGA 
43301 CAGTAGGTTG TTGGAATAGC CAGGAATGAG GTGGGGAAAA TAAAAGGCCA 
43351 AATGTCGAAG CATTCTGAAA GCAAAGGCAG TTTAGCTGCG TCAGC3GACAA 
43401 GGGTTGCCCG AACCAGAGGC GAGGCTGGTA CCAGGGGCTC TAGTACCAGA 
43451 GTGGAGGAAA GGGTAAGGAC ACCTATGAAA AGAGATGAGC AGAAGCTCTG 
43601 GTCATCTCAG CAGTGCTTGA AGTAAAGCAA TGACTGGTAT Al II I I I ICC 
43551 CTAACTTGTA AATATTGTTG AGATCTCAAA GAAAAAAATA AAAAGCAGTC 
43601 CTAAAAAAAT TCCAAACTCT ATCCTGTTAA ATTTTGTTAA ATTTATGTAC 
43651 CAGTCCTTCT TTGTCATTTG CAGTATTCTT II I I I CTTGG GATTATACCA 
43701 GTGTATGGGA TTATCACTTT TC I I I I ICTG GTTATTAGCC TTTCCCAAAT 
43751 CCCTCCGtTT CCATGCTGGC CTCI 1 I I I AC AAATGTCGAG AATTCCTTAT 
43801 TTCAGGCCTT TTAGTTATTC GTTCGGTCTC CATTGTTCCT TTCTGCTTTA 
43861 GAAATTTATG ATATTGGTTG TTTATACCTT CTATCTCTGT TCTTGGATCT 
43901 CTTCTATTCT TTACAGCTCT TAGCTTGCTA TTTCCCATGT CTTATGAGGG 
43951 AGTATTTCTA GTTTTTCTCA GATGTTTAGC AAAAGTAGGT GGGGAGGGCA 
44001 GTGGTCAAAG ATGTTTGAGA AATGTTACAC ACTGGAGTCA CTCTGTGTGT 
44051 ACATTTAACG TAGGCAGTTT ACACAAGAGA GCAAAAGAAA GGTAACTATT 
44101 TAAATAGTGG AGGTGATTTT ACCTACTTTT TTTAGTGATA TATGCACTGG 
44161 AGTGAGCATG CAATGAGAGA CCGGAATCTA CCAGCTCCTT CGAAAGCCTT 
44201 GGGTTCTCTG TGCCTCTCAT TGTGGTTTAT CTCAATTGGG CTGAGAGTGA 
44251 TTCTAGGATC TAAAGACACT GCATGACTCA AACATAAGTC AGCTACCTCC 
44301 ATCTAGTGCT CAACCAAAGA AATAGTGGTC TCTTACTGTT AAGGGACGAA 
44351 GTGGTTTAGT GAGAGATACC AGGTCATTTT CCCATATACA TGCTTTGGAA 
44401 GCATCTTTCA AGGCTAATTT TGGCTGTATA TGATTTTCAA TTCCTGTGCT 
44451 AAATTTAGAT TCTAGCTGCC ATTTAAGATA GGACTCTGTG GTGTATATAC 
44501 CTATTCCCTC ACAGAAATTC AGAAAGTACA TAGTTTCATA CATAATAAAG 
44551 ACATATTAAA GAAGCACTTG AGCTAAAGTA TCTGTTTAAC TTTGTAGTCA 
44601 ACTGCTGCTT ATTGTCTCTA CAGGAAAGCT GGTTGAGCAG AGGAAGCACA 



44661 TTGATGCGGC CATGGTTTTG GAAGAGTGTG CCCAGGTAAA CTCAATTCCT 
44701 CCCTTCTAAA CCCCCCAGTC AGCAAGAAAG GTCTTCTCAA TTGTATCTTA 
44751 GTGATCATGA AAGTTAAAGG AACTGTGCAT AATTGTTAAG TCCAG AGATA 
44801 GTGTTTGCCC CAGAGGTCTT ATCTTGCTGG CTTGACTTGG AAATCTAAAT 
44851 TTAGTACATC TGTAAGTTTG GTGAGGTAGA ATATGAAGGT GCTCTACTTT 
44901 AACATACCAC TGGTTTGACC TTGGTAGAAA GTACTTAATT ACATCTCAAG 
44951 GTAGCTGTGC TTTTTAAAAT TGAGTTTGCC AAAGTAGAAA CAATGAGAAA 
45001 GGACCATTAT AAAACAGGAT CATTGAAGGC TACATACTCT TG6CTTTTAC 
45051 TCTCATTCTC CCTATTGGAA ATGTCTCTTT TACCTCAGGG ACCTGGAGGT 
45 1 01 ACAGCAGATT ATAAGGATAA GTACCCATAT GAGCATTTGG TAGTATTATA 
45151 GGATTTATTA TGAAAATAAT AAAACTGCAG TAACACTGGC CACAGACTAA 
45201 CAGTACACAG GTGCACAGTT GACACCAGGG ATTATTGCCT TGTAGAGTTT 
45251 TGACCTTTGA TGAGAGAGTG I I I I I lACAG TTGTTACTGA TAGCACATTT 
45301 ATGTAACTTA ATTGTGCTTT AAAAATATTT AATTGTCTCT TGTGTAATAA 
45351 CAGTAAGTGA AAGACGATAA CTAAAATTTT ATATAATTAG ATCCTGGAGA 
45401 GAATATTTGT TGGGTGATTG AATTGAAAAT ACCAGTGAAT GAAACATACC 
45451 TAAAAGGGTA GATAGGTTGG GTTGGAAAGA TATACCACAT CGAGGGTTAA 
45501 TTAAATGGAT AAGATGTCAT TATC I I I I I I TCTTTGTAAA GGAAGATTAA 
45551 TGCATAAAAT TATTTTGTGT AATTTACATA CAATAAAATT ATGTGTTGTA 
45601 CAGTTGTATA ATTTACATAT AATAAAGCTA ATTCACCAAT TTTAGATGAA 
45651 GAATTCAGTA CATTTGGACA TATGTTTGTA GCTGTGTAAC CACCATTGCA 
45701 CTCATGATCT AGAACATTTC TAACACCCCC AAAAGTTCCC TACTTCCCCT 
45751 TTTGCAGTCA GCCTTCTCCC TCCACTGCCA GCCTTTGGCA AACTGATCAG 
45801 TCAGTAAAGT TTCACATTAT CTAGAATTTC ATATAAACAG AACCATATGG 
45851 TATGTAGTCT TTTTAATCTG GCTCCTTTCA CTCACATAGT GCATTGGAGA 
45901 TGCATCCATG TTGTAGTTTA TTCCTTTGTA TTGCTGAATA GTATCCCATT 
45951 ATATGTATAT GTCAGAATTT GTTGATTTAG CAGTTGATGT ACATTTGGAT 
46001 TGTTTTCAGT 7TGGGGTTAT TATGAATAAC GCAGCCATGA ACATTCTAGT 
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46051 GCAGGTCTTT ATGGGGACAG GAGTAGGAAT GCCACATCCC GTGGTAAGTG 
46101 GATGTTTAAC I I I I lAGGAA GCTGCAGAAC TAATCTGCAG TGGCCGTATC 
46151 ATTTTGCATT CCCCTCAGTG ATATGTGAGA GTGCTTCAGT GACTCCTATA 
46201 CTCACCAACA CTGGGTGTAT TACTGTGACA CTAGATGTAT TATCT>ATTGC 
46251 TACGTAACAA CTTACCTTAA AAGCTGGCAG CTTAAAACAA CAGACCCTAT 
46301 TATCCCACTT TTTCAATGGG CCAAGAATCT TGGCTGGGCT TAGCXGGGGC 
46361 CTCTGGCTCA GGGTCCTTTA CAAGGCTGCA ATTAAGGTAT TGGCCAGGGC 
46401 TAGAGTCATC TCAAGGCTTG ACTAGTTTTT AATTTCATTT TCTMTGTTT 
46451 TATTACTAGT ATATAGAAAT ATAGCTGAAG TGTTTTGCAG GGAGGCTGTA 
46501 TAATTGACCT TGTATCCTGC AACCTTGCTA AACTCATTTA TTAGTTCTAG 
46551 AAGCTGTTGG GTGTATTCTC TAGGATTTTC TACATCAACA AACATGGTTT 
46601 CTATAAATAT AGTTTTATGT CTTTCTTACA ATCAATACTT TTTTCTATCT 
46651 GTATTGCATT TTCTAGGGCT TCCAGTGTGG TGTTGAATAG AAGTGTTAAG 
46701 AGTGAACATC CTTGCCTTTT TCCTGATATT GGAGAAAATT CACrTGTCTT 
46751 TTAGCATTAA GTGTCATGTT TGCTTTTTTA AAATTTTATT CTATATTATT 
46801 TTATTTTTGA GACAGAGTCT TGCTCTGTCA CCCAGGCTGG AGTGCAGTGG 
46851 TGTGATCTCA GCTCACTACA ACCTTGACCT CCTAGGCTCA AGCC3ATCCTC 
46901 CCACCTCAGC CTCCTGAGTA GCTGGGACTG CAGGAACATG CCACCATGCC 
46951 TGGCTAATTT TTGTATTTTT TGTAGGGATG GGGTTTTGCC ATGTTGCCCA 
47001 GGCTGGTCTT GAACTGTTGG ATTCAAGCAA TTCGCCTGTC TCAGCCTCCC 
47051 AAAGTGCTGG GATTACAGGC ATGAGCCTCC GTGCCTGGCC TGATATTTGC 
47101 TTTTTTTTTT I I I I I lAATG CTCTCTATTG CAGAGTTGGC AAAGTACAAC 
47151 CTGTGACAAA TCCAGCATGC CACCTGTTTT TGTAAATAAA GCTTTATTGG 
47201 AGGATAGCCA TGCTCATTAG TTTACATCTT GTGTATGGCT GCTTTAACAC 
47251 TACAGCAGCA GAGTTAGAGT TGTGACACAG ATAGTTTGGC CGATAAGGCC 
47301 TATATTTACT GTCTAATCTT TTACAGGAAA AATTTGCCAA TTCCTGCCCT 
47351 CTTGGTTTGA GGAAATTCCC TTCTGTTCCT TGTTCTGAGA GTTTGTATCA 
47401 TGAATGGGTG TTAAATTTTG TCAAATGCAT TTTCAACTAT GMGGGTTTT 
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47451 GTTTTTAGAC GAGTGATATG GGGGACTAGG TGATTGATTT TCTACTGTTA 
47501 AACCAACCTT GCATCTCTGG GTTCAACCCC ACTTGGTATT ATAGAXTTAT 
47551 TACCCTTTTT CTCTTGTGGC AGATTAGATC TACTAAAATT TTCTTGAGGA 
47601 I I I I I GTGTT TGTGTTCATG AGGGATATTG TAGTTTTTTC GIGTCTTTGC 
47651 CATGTTTTGG GTATCAGGAT AATGCTGCTG TCATTGAGGG GTGACAAAAA 
47701 TGAGGGGTGG TGTCCTTTAC ACTTCTGTTT TCTGGAGGAT TTCATGTAGA 
47751 ATTGGTATGA GAGTCTAGCT TATGGTTAAA AACCTATGTG TGATGTTTCA 
47801 GAGCTGACCA TAAACAATTA CAGACTTTAG CTAGGAGGCC ACATGGGGAA 
47851 AAGCTGCCCT CCCTACACCA GACTTGGCGT ACTGCCAATG CATTy^CAGTT 
. 47901 TCTAAAGGGA GTTGCAGTCA AGGACTCAGG GCCCCCTGTT AGTCATGCTC 
47951 TTGTAACAGT ATTTGCATTG AGAGTCCTGG CACTTTCATT CTTAGGTCTC 
48001 TCTATCTGAG GACATGGGCC AAGGTCTTCT TCAGGCACCT CTGCCAAGGC 

J; 48051 CTGTTTATGC AAGAAGGAGT GGAAAAACCT TGACATTTTT TTCC ACTGTG 

III 

gt" 48101 ACTCACTACO CAGTACTTTT CCACCCTTAG CCCCCTTCCT TTGCACCCAT 
48151 ACCCCCAAGA TCCATCAAAC TGCTAAAGCC I I I I I I I CCA AGCTQCTTCA 
;J 48201 ACAGTGAACC AACCCTCATG TCTGTGTGGA TCCAGCTGAC TCTTGACTAG 
V 48251 TGAGTTGTTC CTTGGGAAAA AATGGAACAG AGAGAGTTGG TGCTTTCCCT 
fi: 48301 GGTTTTAGCC TCTTGCTTAT ACCAATGCAA TGCCTGAAGG CTTAATTCAT 
48351 TTTTGACTTG TTGCTTTGAT CAGCTACTCC AACACCTGAC AGGTCAGCTC 
48401 TTTCTCCCAG CTCTTGGGAG ATAI I I i I I I CTTTAAATGT TTAGTAGAAT 
48451 ATACCAGTAA GGCCATCTCG GCCAGGAGTT TTCTTTAATG AAAGTTTTTC 
48501 ACTATTAGTT CAGTTACTTT AGTAGACATT AACCTATTCA AGTrTATCTG 
48551 TGTCTTCTGG AATGAGCATT GGTAGTTTAT GTC7TTCAAG TAATTTGTTC 
48601 ATTTCATCTA AATTGTCAGA TTTATTGGTA TGAAGTGTTT ATAGTATTCT 
48651 CTTATTTTAC TGTCCGTAGG GTCTATGGTG ATGTCCTGTC TTTCATTGTA 
48701 GATATTGATG TGTCTTCTTT TTTCTGATTA TTCTGGCCAG AGGTTTATCA 
48751 ATTTTATTGATCTTATTAAAGAATGAAGTGTTTCATTGTTTTTCTCTATG 
48801 A I I I I 1 CTGT ATTCTATATC ATTCI I I I 11 TATTATTTTA TTAI I I lATT 
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48851 TGCTCTTTAT TTTTCTAGTT TCTTAAGGTG ATGGCTTACT TTTAII I I I I 
48901 TCTTATTTTT TTCTTTTGTT GTTGTTGTTT TTTTAAAGAA ACAGGGTCCC 
48951 ACTCTTGCTC AGGCTGGAGT GCAGTGGCAC GATCATGGTT CACTGCAGTC 
49001 TCAAACTCCT ACATTCAAGC TGTCCTCCCC CCTCAGCCTC CAGAGTAGTT 
49051 GGGATTACAG GTGCATGCCA CCATGCCTGG CTAATTTTTA ATTTTTTTTG 
49101 TAGAGATGGG GTGTTACTAG TTGCCCACGC TGGTCTGAAA CTCCTGGCCT 
49151 CAAGTGATCC CTCCACCTCT GCCTCCCAAA GTGCTGGGAT TCCATGTGTA 
49201 AGCCACTGTG CCTGGCCAAG GTGATGGCTT AAAGCTATTG ATTTGAGATG 
49251 ATTCCTTACT TTATAGTTTA AGCATATAAT GCCATAATTT TCCTCAAGCA 
49301 CCGTTTTAGT TACGTTATAC AAATTTTGAA ATGTTTTGTT TTCATTTCOT 
49351 AATTTCCCTT GTGATTTCTT TATTGAACCT TGGCTTATTT AGAAGTATGT 
49401 TTAACTTGCA GATATTGGAG ATTTGCCAGC CATC I I N I G TTATTAATTT 
49451 CTACTTTAAT TTTGTTGTGA TTAGAGAACA TACATTTTAT TAATTTAAAT 
49501 TTATAATTTA TTTTAATTTA TAATATGGTC TGTTTTACAG AATGTTGTGT 
49551 GTGTATTTGA AAATAATATG AAAGCTACTA TTATTGGATG GAGTGTTCTA 
49601 TAAATGTCAG TTAGATTAGG TTGATCATGC TGTTCTAGCT TTTTATATCC 
49651 TTATTGATTT CCTCACTACT TGCTCTATCA ATGACTGGGA AAGTGTTGAA 
49701 GTCTCCCAGT ATTTGTCTAT TTCTCCTTTG ATTCTACCAG TGTTTGCTTA 
49751 ATGTATTTTG AAGCTCTGTT ATAGGTGCAT ACATGTrTAT GAGTATGTTA 
49801 TAGATGTATT CATTTTGATA TCCTTCTTTC TCTGTTACTA TTCCTAATTC 
49851 TGAATTTGAC TTTAATGTTA TTAATATAAT TCTTCCAGCC TTCTCTTGGT 
49901 TAGTCTTTTC ATTGCATATC I I I I ICTATC CTTTTACTTT TAATCTAGCT 
49951 GAATGTAGTC TTTATTTTGA AAGTGCGTTC CTTGTTGATA GCATTATTGG 
50001 TTC I I I I I I i TTTTTAAATC TAATTTGACA ATCTCTGTCT TTTAATTGGA 
50051 GGGTTTAGAC ATTTGCATTG AATGTGATTA CCAATATAGT TAGATTTAAA 
50101 CCTACAGTCT TGCTGTTTGC I I I I I GTTTG TTTCATTGAT CCTTTGTTTC 
50151 TTGI I I I I I I CTTTTTTTGC TTTCCTTTGG ATTTAGTATT TTTCATAATT 
50201 CCATTTTACC TCCACTGTTG GCTTATTAGC TATACTTCTT CATTTCAGTA 
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50251 TTTTAGTGGT TGCTGTAGGA TTTATAATAA ATATCATTAA CTGACCATAT 
50301 CTTCAGATAA TCGTATACTA CTTCATATAT AGTGTAAAAA CCTTACiAAGA 
60351 GTATTCACTC CATAATACTT TGTTATTGCT TTTGCTTTAA GTGATC AATG 
50401 ATTGTTTAAG GAAA 1 I i 1 ] I AATGACCTTT CATGTTTATT C I I I 1 1 I III 
50451 TTTTTCCAAA AGATTCAGTA TTTTCCGAGT TTTCAAAAAC TGCTGG CCAC 
50501 TCAAAGTGGA TCAACAAAAA TTTAAGAGCT AAAACTGTAA AACTCTTGAA 
50551 GGCTGGGCAC AGAGGTTCAT GCCTGTGATT CCAGCACTTT GAGA^GCTGA 
50601 GGTGGGACAA TCACTTGAGC CCAGGGGTTT GAGACCAGCC TGGGTAACAT 
50651 AGAAAGACCT TGTTTCTACA AAAAATAAAA ACACAATTAG CCAGGCATGG 
^-l 50701 CGGTGTGCAC CTGTAGTCCC AACTTCTTGG GAGGCCAAGG TGGCAGGATT 
50751 TCCTGAGCCT GTAAGTTTGA GACTGCAGTG AGCTGAGTTC ACGCCACTGC 
50801 ACTTCAGCCT GGACAACAGA ACAAGACCCT GTCTCAAAAC CAG>\ACGAAA 
50851 CTATAAAACT CTTAGAAGAA AACAGGGCTA AATCTTCATG ACTTTGGATT 
50901 TGGCAATGGA TGGTTAGAAT TAATACCAAA AACACAATCA ATAAATTGAT 
50951 AAATTGGATT TAATAAAAAT TAAGAACTTT TGTGTATCAA GGACATTGTC 
%? 51001 AAGAATGTGA AAAGACAGCA TATAGAATGG AAGAAGATAT TTGCAAATCC 
fTl 51 051 TATATCTGAT AAAGGTTTAA TATCCAGAAT ATGTAAGGAA CTCCXGCAGC 
511 01 TCAACAACAG AAAGCCAGTT AAATCAATTT TGAAATGAGC AAACGCCTGT 
61 1 51 AAACCCAGCT GCTTGGCAGA TTGAGACAGG AGGATTGCTT GAGGCTAGGA 
51201 GTTCAAGACC AACCTGGACA ACATAGTGAG ACCCTGTCTA AAAACATTTT 
51251 TTTAATTAGC TGGGTGTGGT GGCATATTCC TGTAGTCCCA GCTACATGGG 
51301 AGACCGAGGC AGGAGGATCA CTTGGGGCCA GGCAGTCAAG GCTGCCGTGA 
51351 GCTGTGATTA TGCCACTGCA TCCCAGCCTG GGCGACAGAG TGAGACCCTG 
51401 TCTGAGAAAA AAAAAAAAAA AAGAACAAAA AAAAATTTAG AAGATTGCTA 
51451 TTCTAGTCTA CTATTTTTTC AAAGGGTGGT CTTGTTAACA ATTCTGGAGC 
51501 CCACCTAAAC CTGCTAAATC AAACTTGGTA GTAAAGCTGG GGAGATGGGC 
51551 ATGTGTAACA GACGTTTCTG GTGGTTTTGA TGTCCAGGCG TGCAGAGAGA 
51601 TGATGCTTAC CTTGTGTTTT GTCATTATTT TCAGGATTTA CACCCCTTCC 
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51651 TTGTCTTTTG TATCAATATT TATGGAGTCA TGAACTCTAG GATAGG CATG 
51701 ATGTTGAGAA CTAGGAGTTC TCCCCTGGCC AGGGAGATAG AGGC^GGTCT 
51751 GTGGTTAGTT TTGTAGTTGG CTGTGATGAC ATCTGACATG CTCTCTTCAC 
51801 TTGTTGTCTT CTTCCTGTTC CCTTGTCAGG ATTATGAAGA AGCTGTGCTC 
51851 TTGCTGTTAG AAGGAGCTGC CTGGGAAGAA GCTTTGAGGC TG6TAAGAAT 
51901 CTTGTAAATC CTCTGGATGT TGGGTGCTAA GCAGAGAGAG CAAGCAAGGG 
51951 ATTCCAGGTG AGTTGGAATC TCTTGTCTTC TGAGGTTCAT GAAAT>!\AGTA 
52001 GAAATAGGTC AGGTTCCTGG CTTAAGGAAA AGCGGTGTTA CTAAAATCAT 
52051 TTTTATCATT CTTGATAATA ATTTGAAATA TTACTGTCTT TTACTGAAAT 
52101 GAATTGAATTTCCTTGGCTG CCTTGTAGGAGGCCTGTTTTTCAGGAAAAT 

:> 52151 ATTCTGATTA CCTCTGAAAG TAATCCATGT CTTTCTAAGT ATCTTAACTC 
52201 TCCAGTGAGT AGAAGTTTTC CTTCGTAAAA TATGGTGTTT TTCCTTCTAG 

• • 52251 GTATGCAAAT ATAACAGACT GGATATTATA GAAACCAACG TAMGCCTTC 
' 52301 CATTTTAGAA GGTGAGGGTT CCATTTTAGA TAGAATTCCT CATTTGGAAG 

\- 52351 AAGGTGAGGA GAGAGAGATG AGAGAGTCTC CTCCTATTTA CTGTGTTTTC 

h 

} 52401 TTAATAATAT GTCATGTAGA CTCAATCAAA ATTACCACCT GGATATAATA 
52451 TTTAATTCTC ACTAGAATTT TTAAATATGC TGAACTATTA AATGGTAACA 
52501 M^KXTXNK ATGTTAGAAA CCTGTGATCA AATATGATTA AGAATCTTTG 
52551 TATTTGGAAA TAGTAAACTT GAATATGAAC TATATTAGAT AATAATATAA 
52601 CACTGATAAA TTTCTGGCAT TTAATAATCA TGTTGTGGTT ATATAAGATA 
52651 ATATCCTATT ATTCTCAAGA GATAAATGCT GAAATATTTA GGAATGAAGG 
52701 ATCATATCTC TGCCTTACTC TTAAAAGGTT CCACAAAAGT ATTAATGAAT 
52751 GTGTGTATGC ATGCAGAGAA ACAGGAAGCA AAAAAATGTC AAAATGTTAG 
52801 TAATTGGTAA ATCAAAGTGA AGGGTATATG TGTGTTGATT GAACTCTTAG 
52851 AACTTTTATG TAGGTTTCAA CGTTTCAAAG TAI I I I I lAA AAGTTACCTT 
52901 TTCAAATGAA GTTTGTGGTT CTTAGAGAAC ATATGAATAT TACCAGTTCT 
52951 AGAATACTCA GATGGTCACT GTGACCTCTT AAAAGCAAAG TGGAGAAGGA 
53001 CATCAGTTTG ACTTATAGAA ACCTTAGGGA GTGGTTGATT TTAAGTTCTG 
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53051 CATTTTTATG CACATCTACC CTGTAAGTAA CGTCTGGCCT TTCTG>a,CATT 
53101 TACATGTATG CACATTCTTA CCTTGTCTGC ACCCCCTTCC TCCATCCTAA 
53151 TTAAAACGTT GCTGGGGTAC TTTTTATGTC ATTCACTTTA GGTACCTCTA 
53201 ACTGGGTACT GAAAACATCA TTCCTCATCT ATAATAATCT AACCAGCTCT 
53251 TACTTAGATT TTCACCACTA ATGAGAACCT TTCTTAGATA AATGCCGATA 
53301 ATTCATCTAC ATAGGCCCAA AACCTATTAA TAAAATGCAT CCTTGGATAG 
53351 TAGTATTTTG CTTTTTTAAA ATGTATTCTA CTAGTGTTAT TTTTCTCTTG 
53401 TGTATTTTTC CATTGGACAA TATTTATTAG ATACAI i I I I TCCACATCCA 
, ^ 53451 TGGGCATTTT GATGGATGTT TAGCCAGAAA CATTTAGGTA ATTTrCTTCT 
: • 53501 TA I I I I I GTT AACTGAGCTC CCCTCCCCTA CCCCCCCTTT TTTTGTTTGT 
^ = 53551 TTGTTTTGTT TGTTTGTTTG TTTTGCCAAT CCTCCCTTGC TTTAGGTATC 
:C 53601 AAGTCTTCGT TCAGGTGATT TTACAAGTTC AGTGGTAGCG CATA-TTCTGG 
53651 GATAATGTTG ATGAACTCTA AGATCTGGAA TCTCAGTCTC TAATTTGTTA 
^ 53701 ATGCTTATTA AGGAAAAAGA GCTCGCTTGG AAAACCTAGT AACCTCTTTC 

53751 I I I i I GCTGA ATTTTAACCC TCCTTCACTG CTCCCCGCCT TTAGTTTTTT 
y 53801 CTCTTTGCTT AAACCTCATG CTCAAACTAT TTTCCATTCT GCATCTCCAG 
5 53851 CCCAGAAAAA TTATATGGCA TTTCTGGACT CTCAGACAGC CACATTCAGT 
53901 CGCCACAAGA AACGTTTATT GGTAGTTCGA GAGCTCAAGG AGCAAGCCCA 
53951 GCAGGCAGGT CTGGGTGAGT ATCTGCGTGA AGGCCATCGA CGTGCGGGGG 
54001 CAGTGGGGTT GGGTAACGCC ACACATTGTC TAGATTGCTT GGTGATCCGC 
54051 CTGCAATCTG ATTACTGTGC CATGGGCAAG TGTGAGGCTT CTGTGGAGCC 
54101 CCTTCAGGGC CCTCTGTGTC TGTGTTTGTG TGTTGGTGAA GGGCAGGACC 
54151 AAGCATGAAT GGGGAGAGCT CTGCCAGACA TTCCCACCTA CCCCCATTCA 
54201 CCCAGAGCAG CTGACGACTT CCGTGTCTAA CAAAATGAGT TTCCTCATTT 
54251 CCAGAAAAAA GTTCAGGAAA CTACTGATTT ACATTAGTAA TTACTGTATT 
64301 TAATATTATC TCATTCATTT TGAGATCAAC TTTGCAATCA TTTTCATCCA 
54351 TCCTTTGATA TGCACCAGTT GACTCTAGTT AGTTCATTTA CCGCCCTGAA 
54401 AGTAAACCCA CACATTAGCA GGCAGTGTTT TCATCGGCTT CTCBGTTCTTC 
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64451 TTTTCTAGAT GATGAGGTAC CCCACGGGCA AGAGTCAGAC CTCTTCTCTG 
54501 AAACTAGCAG TGTCGTGAGT GGCAGTGAGA TGAGTGGCAA ATACTCCCAT 
54651 AGTAACTCCA GGATATCAGC GTACGTATCA CATTGATTCA GCACATTGAC 
54601 TATATCCTGG GCATATAGGG AAAGTGGAAG GAAATAGATT GGTrTTCTAC 
54651 TGGGACGGTG TAGTGGGAGT GGGGAGAATA TTCTTCAGCG CTGTGTGGAA 
54701 GTTGTTCAGA CACTTTCCCA GCATATCTGA GACATTAAAC TTGGCATTGG 
64751 AAGGTTTTCT TCCTGAGCTT TGTGGCTTGT GTGTTTTCCG ATTCC CCACG 
54801 AGGCAGTTCC TCCCCTGAAT GCTCAGTTTA TATTAACATC TGArTTTATT 
54851 TTTTGAACAA ATGTTGTGAC TAAATTATAG GCACTGAAAA AATGAAAAGA 
64901 TAAGCTTCTT CAATTCAAAA TCAGGATTGG AAGAGACCAT AAATGTAAAA 
54951 TAAGTCATAA CACTTTTACC AAATATAGTA ATTTGTCAGA AATATXTATT 
55001 CAGCACTCAT ATGGTAGGTG CAGTAGATGT TACCAAAAAC TTAT>\AGGAG 
56061 ATATGAGTTA TAAGAGTTTA TAGTCTTGCT TGGGATGTGT AAAGCAATGC 
55101 AAGATTATAT ATTCAAACTG AATTTTGCTT TAGGAATTTA AAATGGAGAT 
66161 CTGTGAAGTT GTGTGGGGTC ATCAGCAACT GCAAGAAAGT AGCCAGGCAA 
65201 GGTAGCACAT GCCTGTAGTC CTAGCTACTC AGGAGGCTTA AAAj^TATCTG 
65261 TGTAATTTCT AACAGGAGAT CATCCAAGAA TCGCCGAAAA GCGGAGCGGA 
65301 AGAAGCACAG CCTCAAAGAA GGCAGTCCGC TGGAGGACCT GGCCCTCCTG 
56351 GAGGCACTGA GTGAAGTGGT GGAGAACACT GAAAACCTGA AAGGTATATT 
55401 CTCAGTCCTG ATGATGATTC CTGACCACAA ACAATAGTGA ATAGGCA6TA 
56451 CAGACAGGCA GAGTTCAGTA GGTGATTAAG CTACCATTTT CCCAATTTGA 
66501 GGAAAGATGA GAACTTTTAG GAGGAAGGGT CATGTCTGCA CACATTCCTG 
55561 AAGCAGCCCT TGTTAGCTGG TAACTGAGAA GCCTTCCTGC ATTTGGCATC 
55601 CCCCTAACTG AACTGGGAGA GATGCTTAAG CCAGGATAAA GAATTGTGGG 
56651 ACACTGCTTT CTGCGTAGGC CCCCCAGCGT GCTTGATTTT Ci I I I TGTAG 
65701 TACATGTGTT TAATTATTCC AGCATTTGGG AAGAAAAAAG ATAATGTGGG 
65751 AGAAAGGAGG TGCAGTGGGA TCATAGAAAT TTTTGGCTTT GGATAGAAGC 
56801 TATGTATGAT TCTGTCAATG GAGCTGGGAA TATAACTTAC CACTCTTTCA 
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55851 AATTTCTTCT CTCTAGATGA AGTATACCAT ATTTTAAAGG TACTCTTTCT 
55901 CTTTGAGT7T GATGAACAAG GAAGGGAATT ACAGAAGGCC TTTGAAGATA 
55951 CGCTGCAGTT GATGGAAAGG TCACTTCCAG AAATTTGGAC TCTTACTTAC 
56001 CAGCAGAATT CAGCTACCCC GGTAAGTTTT CTCAGAGACG GTGTGCATTT 
66051 TTTTCATCAT TTTCATGGGT TATTGTATTC ACACAATCTC CAAGTCAAAA 
56101 AGTTTTCCTG TTCTTAAAAC ATAAGATGCC ATAGTTAAAT TATCTTAGCA 
56151 TTTATGTGTA AGCTGTCAGT AAGATTTGAT ATTTGCCTGT AGAGTC3ACTA 
56201 GTATACCTTG GCATAGGTTA AATGGACTGT CATTTTCCTT TCTGGATGAA 
56251 GTAGCTGTCA TGGAGAAAAT GGGAAAGTCA CATGATTGCT CCTGGCCTTC 
^ 56301 AATGAGGTTG GAGTGGGGAG AGATGGGGGA AGATGGGGTC AGAGAGGGCC 
W 66351 TCTCACTTTC CTTTCAGAAC TCAGGGATGG GATCAGGCTT TAAAC3GGACC 
H 56401 CCAGGCAATT GCTTTTCCTT TTGTTTTATG AAAAATTTGA CTTGTCACTT 
m 56451 CTATGTTGTT ATGATGGACT TTGCGGGTTG TGTTTAAGGC TGAATCAGCT 
^ ' 56501 TTGTATCGCA GAATTCTAGT ATATTGTCAT CTGTTTATTA TTTATACCTC 
56651 TGTTCACTCT CTTATACTTC AAGTCTATTG TTAAGAGTTT TTATTTGGAT 
O 66601 TCAAAAAGGC TGGTGTATCA GTCAAGATCT AGAAAGGAAA ACAAAAGCCT 
C? 56651 ATCTATTATT TTATCACAGA ATTTAATATA TGGATTTGTT AAATAAGTAT 

56701 TAGAGGACTA AACAAGGCAA AAGGGAAATA CAGAGGAAGG ACATTGAGAT 
56751 AGTAACTGTA GGAAGCAGCT TTACCCTCTA GCTGAGGGAA CAGGAGGAGT 
56801 TGTTGGGAAT TATTAGAATT TAGAAGCCTG GAAGTGGGGC CCTGTAGAGC 
56851 TGGCTCTTGA ACCTCTGAGA GGAGGGTGCC AGCCAGCTAA TCCTGGCATT 
56901 TCTGAGGGAG CTGGTTCCAA GCGTACAGAA GTAAATG6AA ACTGGAAGGA 
56951 ACAGCTGCTG CTGGGGGAAA AGCCAGCCGG TCGGGCCAGG TGTGGTGGTG 
57001 GCTCACGCCT GTAATCCCAG CACTTTGGGA GGCCAAGGCA GGCGGATCAC 
57051 CTGAAGTCAG GAGTTCGTGA CTAATGTGGC CAACATGGAG AAGCCCCGTC 
57 1 01 TCTACTAAAA ATACAAAATT ACCCGGGCAT GGTGGCGCAT GCCTGTAATC 
57151 CCAGCTACTC AGGAGGCTGA GGCAAGAGAA TCGCTTGAAC CTGGGAGACA 
57201 GAGGTTGTGA TGAGCCAAGA TCGTGCCATT GTACTCCAAC CTGGGCAGCA 
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67251 AGAGCGAATC TCCGTTTAAA AAAAAAAAAA AAAAAGCCAG CCAATCACGG 
67301 AAGAAATCTA GAAATCTTTT GTTCATCCTC CAGCTTTGTA CTCCCCCTCT 
57351 GGTGTTCACT GTAGGCAGGA CATGATGGGA AGCCAGCAGG AAGGAAGAAT 
57401 ATCTTTCAGG TGCCCAGCCC CAGCACCAGA AGCAGTGGAT AGAAGGGTGG 
57451 GTTGGAGCTG AGAGATTACA AATCAGCTCA GTGTTTAGAA ACACATACGC 
57501 TTATCATGTC TTGATTTCCT CATTTAGAAA TGGGCATAAG ACTTCTCTGT 
57551 GTGCTTCAAT AGAATGCTTT GAAGGTTAAA TAAGAGGGTG TGTGTAAAAG 
57601 CACTTTACAA ACCGTTGAAA TAAAAGCAAC TAGGAATCAG GGCCCCAGAA 
57651 CTTCTTGAAT TTATTATAAT AGGTATTTCT TAGAAGAAAT GTGATCATCA 
O 67701 TCTTCAAAAC TGTAGTACTT TTGAAGATAA TTGTTTTTGT TT^^ 

67751 AGGGTCTCAC TCTGTTGCTC AGGCTGGAGT GCAGTGATCA CCGCTCACTG 
67801 CAGCATCCAC CGCCCCGGGC TCAGGTGATC CTCCCACCTC AGCCTCTTGA 
57851 GTAGCTGGGA CT7KCAGGCGC ATGCCACAAC ACCTGGTTAA TTTTCAAATT 
l^- 57901 TTCTGTAGAG ACAGGGTGTC ACCAAGTTGT CCCCGCTGGT CTTGAACAAC 
^ 57961 TCCTGGGCTC AAGTGGTCTG CCCACCTCAC CTCTCCAAAG TGCTGGGACT 
%J 68001 ATAGGCATCA GCCACCATGG CCGGCTTGAA GATAATAATT TATAATACCA 
m 58051 CTCCCATGAG TGATCTTCTC TTCTGATCAC ATATTCACAT TAAGC3TCTAT 
68101 TTTATTTTAT I I I I I ICTTG CTCTGTCACC CAGGCTAGAG TGCAGTGACA 
58151 GTATGATCAATCATGGCTTG GT6CAGCCTC GAATGCCTGG GCTAAAGCAG 
58201 TCCTCCCACC GCAGTCTCCT GAGTAATTGG GACCACAGGT GCACACCACC 
58251 ATGCCCAGCT AATTTTAAAA I I I I I I CCTA GACATGGGGA GAGGGAGTCT 
58301 TGCTGTGTTG CCCAAGCTGG TCTTGAACTC CTGGCCTCAA GTGATCCTCC 
58351 TGCCTTGGCC TCCCAAAGTG CTGAGATTAC AGGTGTAAGC CACCATGCCT 
58401 CCCACATTAA GTTCTAAGAC ATCAATTTTA TGATTGTGGT TTTGATTGGT 
58451 GAAGTATGGT TGTGGTATGT GCAGGATACC GTGAGTGACT TCTCATGGCA 
58501 TTGCTCTTGA GAGTGTGCCA CCAAGGGTCT GCACTAACCA GGGGTGTGCC 
58551 CAGAGGGTCG GTGCAGGCTT GAAATTCCTG CGGAGTGTTG TGTTTTACCT 
58601 GGAGCACATG TGCACAGTTT CCATTGTGCT CCATAGTATG CACATGTTTG 
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58651 TATTTATTTC AACCTAAAAA TGTTTGTTTC CCATAACTCT TTGCGT>\TAA 
58701 TTGATACTCT ACGTATTTGT AGCCTCTTTT ACTCTTTTCC CT7TCCT"CAG 
58751 GGAGTGGTTT GCTCATTTAG AAAAGGCCAA GATATATCAC TGTAG AGTTT 
58801 CGTTTCTTTT CTTTTCCTCC ACCCCCCATC TTTACCTTGT TCTGGGAGAA 
58861 AGGAGAATTA GAAGTCTGAG TTGCAGCTGG AGAAACTGGC AAATTAAAAT 
68901 CACATTGGGA AAGAGAATTA CTGTGTTTCA CACCATACCA GTAGAAATGA 
58951 CAGGCTGTTT TCTGCTGGTA GGGATTTGGC CTTTGGTATT GGCAGTCTTG 
59001 AGAAGTATTA GATAATCTTT GCTGATACAG TCTATTTTCT CCTCAGGTTC 
, 59051 TAGGTCCCAA TTCTACTGCA AATAGTATCA TGGCATCTTA TCAGC AACAG 
O 59101 AAGACTTCGG TTCCTGTTCT TGGTTAGTAT i M 11 CTCAT TTAATATTAC 
4? 69151 AATACTAAGC AGAAGGACTA TCTTTCTGTA AGTATTGAGA AGATCAGCAG 
'^j 59201 TATAAGGAGA GATTGGATAC AATTTTTCAC TACAAAAAAT TGACTACAAT 
4' 59251 TCTTCCTCAA TTCTAAGACC GCATCTTTAG TATGATCAGT TTCATGCTTC 
59301 TAGCGGTGGG GGACCTGGTG CAGGAAAATC CAGCATGACC ATTGTATGTG 
59351 TAATTTTTAA AAATATTTAT GTGGCATATG CTTGTTCATA AAGGCACACC 
59401 ACAGTTCCAG TTTCAGTCTA AACTGTCTAC ATTTACATAT ACATC AAAAG 
I 59451 ATTCTTCTGA AGCATCATTA CTGGCTATTG GCAGTTATGC TTTGCATCTT 
59501 GGGGGCATTT TCATAAACCT TGCTTATGAG TGGGACCTTT TTATTATGTT 
59551 TAGGATTGAC AATATAATTT GAAGGCAAAT CCAAAGAATA TTAGCATTTT 
59601 ATACATATTT CCTGTTTAGT TATGCATGAA GTGTTTTATT TGTTG AGGGG 
59651 AGATGATTCT CAATTAGATT ACTTATTTCC CTAAAAATTA AAAACCCTAA 
69701 GCGCTTTCTT TTGAAAGTTG GTTAGAAACA TTTGATGAGT CAGCTTGGGA 
59751 CTTTCAGTAT TTGCCCTTAC TTATAGTTGG ATCAATGAAG CATCTTAGCT 
59801 TTGAAAAGTG AATGATAGTT TCTAAAATAA TTGGCAGTTT TAACTGCTAT 
59851 TATTTGCATT TCTAGCATGT GACAAGCAAC TTTCTGAAAT I 1 1 1 III CAC 
59901 CGAAGTGCTA CACTGTAATA GCATTTTGAT GACATTTGAA GTAGCCTGTG 
59961 GGGATTCAAA TTAAGTTTGA CTTTAACAGC TTATGTTGCT ACCAGGAAGA 
60001 ACAGCTACCT TCCATCCCAG CTAAACTCAT ACATCCAGAC T6TAACTACT 
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60051 GTATTCCTAG CTCCTCTTCT GTCTAGAGAA TGGCAAGGTT CTTTTGGTAT 
60101 GCAGTTTCGA CATATCCACT TATTCCTTTT TTTTTCTTAA G I I M 1 I CAT 
60151 TTAGAAAAAA AAACAGATGG GGTCTTAATA TGTTGCCCAG GCTGC3TCTCA 
60201 GCCTCCTGGT CTCAAGTGAT CCTCCTGCCT CGGCCTCCCA AAGTGCTGGG 
60261 ATTACAGGCG TCTGCCCCTG TGCCCAGCGC ACTTATTTCC CAGA.TGCTAG 
60301 GAACTTACAT TAGACCTGAG GCCATTTGGT CATTGTTTAT TTTGTGCTGT 
60361 AGTCCAATCC AGTTGTGATJ TCTGCCTCCT GTGTTCCTCG TTGCTGGCCT 
60401 GATGCTGACC TTCAGGTTAG GTCAGTCCCA TCATTCCCCA GGGXATTCTA 
60451 GATGGCTTTC CCACTTCAAA GAGCACTTTC TTGTTTTCCA GCTGAGCCTT 
60601 AAAGACAGTC TGTAATATTT GAGAGCCCCT CATTATCTGA GTGTTTATTA 
60551 TCATTACCCT TGTGGTTTCA AGGATGTATA GGAAAAGGTA AGTTCCTATA 
60601 ATTCAAAAAT TGCCACTGAT GAACTAATCA CAAAATTAGT GCCACTCAAA 
60651 TATTACTCAG CTGCCCCTCC CCAGGTAACA ATAGTTAAGT ATATTGGGAC 
60701 ATCCCCACAA GTGAAATCAA TGAGTTGATG GGTCATTTCT GATTGTTTCC 
60751 TGCTTTGATG CAATACAATA TCATGCAGAT CAATTGCAAG TCTTGCAAAA 
60801 ATTTAGTATT ACATAAAATA GATTAAAATG ATATTGGAAA AGTACTTGAA 
60861 TCACAGCTGG GTTGGACTTG TTGCAATTGA TGAGAAAATA AGTGCTTCAA 
60901 ATGATTTTGA CTATCAAAGG ATTGAGAGAG GTCCTTAGAA AAATTGAAAA 
60951 GCCCTCAAGT TAI I I I lATA AAAATGGCCT I I I I I GTGTG CTGTGAAATC 
61 001 CACATATGGA AATGTGAAAT ATGTCATGTC CTGCTGTCAT ATAATTTGTC 
61051 AGAATAATTA CTTTCTTGCC CAAAAGTCTG TACTTTGTGT TTATTTCAAG 
61 1 01 TTAAGTCTAG AATCAAATAT AGTTGTAGTT ATGCCTAATT TTAAAAAATG 
61151 AGATAGAGCA CATT AI I I I I GTAACTAGTT I 1 1 1 I I M I I I I I M CAGAC 
61201 AGAGTCTTGC TCTGTGGCCC AGGCGGGAGT GCAGTGGCGC AATCTCGGCT 
61251 CACTGCAAGC TCCGCCTCCC GGGTTCACGC CATTCTCCTG CCTCACCCTC 
61 301 CTGAGTAGCT GGGACTACAG GCGCCCGCCA TCACGCCCGG CTAAI i I I I 1 
61361 TGTAI I I I lA GTAGAGACGG GGTTTCACCG TGTTAGCCAG GATGGTCTCG 
61401 ATCTCCTGAC CTCGTGATCC ACCCGCCTCG GCCTCCCAAA GTGCTGGGAT 
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61451 TACAAGCGTG AGCCACCGCG CCCGGCCTGT AAATAGTTTT TTTAAGATAA 
61501 AGTCTTATTC CAACTTTAAT TGGAATTTAT GAAATACCTT GTTGATAGTG 
61551 AATTTATTTA AGTAGCCTTT TTTCAGTATT GATATTCTTA TATCTTTATG 
61601 GCACCATTTA GTGGAGAGAA ATGTAAACAA ACATAAAGAT GTAGTATTAA 
61651 ATGATAACTG CATAAAATTA ACTGTAGTAT GTACTGCACT ACTGTAATAA 
61 701 TTTTGTAGCT ACCTCCTGTT GCTATTGTGG TGAGTGAGCT CAAGTGTTAC 
61751 CAATATCTGC TTAAAATGCC ATGTGCCGCT AACCATCTCC ACATGAGCAG 
61801 CACATGAGAG TCTCCATTAA TTGCATATGG CAGCGAAAAG TGATCTCtTG 
61851 CATTGTCGTG TAI I I I I lAT CACGTTTAAT GTAATATCGT AAACCTTAAA 
^ 61901 TAACACCATG AGAGGTATAG GAAGTACCAC AAGTGTTGCT CCCAGGAAGC 
W 61951 AGAGAAAAGT CATAACATTA CAAGAAAAAG TTGACTTGCT GGATATGTAC 
N 62001 TATAGATTGA GGTCTGGAGC TGTAGTTGCC CACCACTTCA AGATAAATGA 
62051 ACCCAGTGCA AGGACTATTA TAAAAGAAAA GGAAATTTAT GAAGCTGTCA 
^ ' 621 01 CTGCAGTTAT GCCAGCAGGC ATGAAAACCT TGTACI I I I I GOAAAATACC 
H 62151 TTTTTATGTT GTATTGAAGA TGCAGCTTTT ATGTGGGTGC AGGATTGCTA 
O 62201 TGAGAAAGGC ATACCTATAC AACTATTATG ATTTGAGAAA AAGC/\CAGTC 
O 62251 ATTGTATGAG AACTTAAAGC AAAAAGATGA AGGAtCAAAG CTGGAGAATT 
' 62301 TAATGCCAGC AAAGGATGGT TTGATAATTT TAGAAAGAGG TTTGGCTTTG 
62351 TAAATGTCTG GATAATAGGA AAAGCAGCTC CTGCCATCCA GGAGGCAGCA 
62401 GCAAAGGCAG TCAGGTTTAT GATCAGGACT GCCCTTATCT GTAAAGCTGC 
62451 TAACCCCCGA GGCTGGAAGG GAAAAGATTA ACACCAGCTG CCAGGCTTTT 
62501 GGTTGTACCA TACAACAAGA AGGCTTGGAC AAGGAGAACA C I I I I ICTGG 
62551 ATTGGTTCCA TTGTCGATTT GTCCCTGAAG TTAAGTAGTA TCTTGCCAGT 
62601 AAGGGGACTG CCTTTTAAAG TTCTTTTGAT ACTGGAGAAT GCCCGAGGCC 
62651 ACCCCAAACT CCATGAGTTC AACACCGAAG ACATTGAAGT GATCTACTTG 
62701 CCCCCAAACA CACATCTCTA ATTGAGCCTC TAGATCAGGG TGTCATAAGG 
62751 ACCTTTAAGG CTGGTTAGAA AGAGTACTCT ATAGAAAGGA TTGTCAAATG 
62801 TATGGAAAAG AACCTTGACA GAACATGAAA GTCTGAAAGA ATTACACCAT 
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62851 CAATGATGCC ATCATTGTTA TAGAAAAAGC TGTGAAAGCC ATCAAC3CCCA 
62901 GGACAATAAA TTCCTGCTAG AGAAAACTGT GTCCAGATGT GCATC3ACTTC 
62961 ACAGGCTTTA CGACAGCCAA TCAAGGAAAT CATGAAAAAG ATTGTGGATC 
63001 TGGCACAAAA AAAAAAAAAA AAAAAAAAAA TG,GTGCATGA AGGATTTCAA 
63051 GATAGGAATC TTGGAGAAAT TCAAGAGGTG ATAGACATCA CACCGGAGGA 
63101 ATTAACAGAA GATGACTTGA TGGAGATGAG TACTTCCAAA CCAGCGCCAG 
63151 ACAATGAGGA AGATTACATA AAAGAAGCAG TGCCAGAAAA TAAATTGACA 
63201 TTTGTTCCAA AGGTTCCAAT TATTCAAGAC TGCCTTTGGC TTCI I I lACA 
63251 ACATGGATGA TTCTATGTTA TGGGCACTGA AACTAAAAGA AACTGTGGAA 
f=^ 63301 GGATTGGTAC CTTAGAGAAA TGAAAAAGCA AAAACATCAG AAATTATGGT 
O 63351 GTATTTCTGT AAAGTTAGTG ACACTGAGTG TGCCCACCTC TCTTGCCTCC 
63401 TCTTTAACCT CCCCTACCTG TTTCATCTCT ACCACCCCTG AGACAGCAAG 
m 63451 ACCAACCCCT CCACTTCCTC CTCTACTTCA GCCTACTCAA CGTGGAGATG 

63501 ACAAAGATGA AGACCTTTAT GATGATCCAC TTCCATTTAA TGAATAGTAA 
P 63551 ATATTGTTTT CTTtATGATT TTCTTAATAT TTTCTTTTCT CTAGCTTACT 
r; 63601 TTATTGTAGG AATGTAGTAT ATAATACATA TAACATACAA AACATXTGTT 
; 63651 AACTGACTTT TTATGCTGCC AATACACTGC CGAACAACAG TAAGCTATTG 
63701 GTACTTGAGT TTTGGAGATT CAGAAGTTAA ACATGGGGCC AGGTGTGGTG 
63751 GCTCACACCT GTAATCCCAG CACTTTGGGA GGCTGAGGTG GGTGGAACGA 
63801 GACCAGGAGT TTTGAGAGTA GCCTGGGCAG CATGGTGAAA CCTTGTCTCT 
63851 ACAGAAATTA GCCAGGTATG GTGGTGTACA CTTGTAGTCC CAGCTACTTG 
63901 GGAGGCTGAG GCAGGAGAAT CGCTTGAACC CAGGGGGTCG AGGCTGCAGT 
63951 GAGTCATGAT CGTGCCACTG CACTCCAACC TGGGCAACAA AATGAGACCC 
64001 TGTCTCAAAA AAAGAAAAAA AAAAGGTATA TGCAGATTTT TGACTGTGCA 
64051 GGGGGGTCCG CACCCATAAC CCTACATTCA AGGATCAACT GTAA I I I I IC 
64101 ATGCCTGCAT GGCTCATATG TACAGATTTA CTGCTGGAAG TTTATCATAA 
64151 ATAATGCTGA AAAAGAAAAT CCTTATATAT ACATATTTTC TCCTATCTCT 
64201 GCTTGCAGTA TATGATTCCT GGTTAGAAAA GAAACTTAAC AAATCTAAGT 
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64251 GAAAGAGTGC CTGGGAGTTT TAGGTTAGAA TGACAGAATC TTTTCCTAAC 
64301 CCTCTCTCTC CATTCACTTT TTTTAAAGCA GGGGCATCTT TATTGATCAA 
64351 CATGTTTGTC GAAgtTTCAT CATAAAGTAG TTCCTGTCCA TTAACTTCAC 
64401 TTACTGAATA TGTGCTATCA CATTTTGCTA TTCCTTAAAA ATTGAGCTAG 
64451 ACTTTACATA TAGTGAAATG CAGAGATTTC AGGTGTACAA TTTGATGAGT 
64501 TTTAATAAAT GTATACAGCC ATGTGACTGC TGCGACCACC CCTCCCACCA 
64551 GTTTGAAATA CAGAACATTC TTCCACTTTG AATCACTGGG TGAGC>>^TGCC 
64601 TGAGGTTGAA ATGCAGTCCC TCCTCTCAGG GCGGGGCCTC CAGGTTGTGT 
64651 TTGCTCTGAC CTGGAGGTTG CAGGGGTAGG AGACACATGA ACTCTGGCTC 
1 64701 TGATGGTCTTATTGCTGCAAAGTGCACCTG GCTAGTTTGTTTAG-rTTAGA 
i 64761 GTTACTGCCT CAGCGCCCTC CAACAAGAGT ATGTCTGTCA CAATTTCCCT 
64801 TCCTTTCTTG CTTTTAGATG CTGAGCTTTT TATACCACCA AAGATCAACA 
64851 GAAGAACCCA GTGGAAGCTG AGGCTGCTAG ACTGAGTGAC TGC>AGTTAGG 
64901 AGGGATCCGA CAGAGAAGAC CATTTCCACT CATTGCTGTT GTCCTACCAC 
64951 CCCTTGCTCT TTGAGGGCTG GCTATTGAGA ACTGGAAAGA GTAAAATGAT 
65001 AACTTACCTT AGCATTGCCA AGAACTTCAG CAGACAACAA GCAA.TTCTAT 
65051 TTATTTTATG TTGTGTATAC ATCTTGATCA TTAGCAAGAC ATTMGCTTT 
65101 AAGCATTATG GGACCATTTT GTGAGAATGA TTGTTCTTTC ACTTGGGCTG 
65151 TTTGAGAGCA TAATTATGGT AATCATGAGA TTAATGTTTC ATGATTTCTA 
65201 CCTCCAAAGT GTGAAGACAA GTAAAACAAT GTTTGTAAAT TGTCTTATTT 
65251 TGTTGGCGGA QAAGATTACA ATGGCTATTA GTGCTAGATT TGGXGAAATG 
65301 TAATCACTTA AATAGCTTCT TGTCACCTTA AACTAAAGCA GAAT>a<AAAAG 
65351 TATCCTTTGA AATTATAAGC CCTCCTTTGC TGACAGCTAT TAII I IGTAA 
65401 CATCTTAGCA GGTGATGTGG TTTCAGTTAT AACTGGGCTG AGCCTCCTAT 
65451 AATTACAATG TGTATAGGGA CTGTTTTACT GCCTGTGTAT TTTCTGGTAG 
65501 AGAGTTAGCA ATGTTAGAGC TAGAAGAGAT TAGAATTTCT AMCAGTATC 
65551 ATGCACAGTT GGTGTGAGTG ATCAGTGTGC ATTGTATGGC ATGCATGGTT 
65601 GTGAATTATT CTCTGTTCTC CAAATACTGT TTCTTTAACT CAGAXATTTT 
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65651 TGTTAGTGTC TAGGCCACTT CATTTATTTT TCGTCATGGT ACTTTACTGA 
65701 CTTCTCTTTA TTCAATTCTC CACGCCCTCA CCAAAAAAAA CTGTCTCAAA 
65751 ATGAGAATAT TTTATTTTCA TGGTGAGTCT AGAAAACGCC CACTTCATTC 
65801 TGATTAAAAA TTCTTCCATG TTTTAAATAT CAGAACCAGA CCTTTC"rTAC 
65851 TGTGTATCTT AGCCCATTTG TGTCTCTATA ACAACAACCA GCTTTC AAAG 
65901 GAACTAATAG AGTGAAAACT CACTCATTAC CACGAGGATG GCACAAGCGA 
65951 TTCACGTAGG ATCTGCCCCT GTGACCAAAA CACCTCCCAT TGGGCCCCAC 
66001 TTCCAACACT GGTGATCACA TTTCAACATG AGGTTTAGGG AAACAAATGC 
, 66051 CTAAACTACA GCACTGTACA TAAACTAACA GGAAATGCTG CTTTTGATCC 
O 66101 TCAAAGAAGT GATATAGCCA AAATTGTAAT TTAAGAAGCC tttcccagta 
^ 66151 TAGCAAGATG TTAACTAmG AATCAATCTA GGAGTATTCA CTGT^^ 
66201 CAACTTTTCT GTATGTTTGA ACATTTTCAC AATCTC ATAG GAG III I I AA 
66251 AAAGAAGAGA AAGAAGATAT ACTTTGCTTT GGAGAAATCT ACTTT^ 
66301 TTACATGGGT TTGCTGTAAT TAAGTGCCCA ATATTGAAAG GCTGCAAGTA 
~ 66351 CTTTGTAATC ACTCTTTGGC ATGGGTAAAT AAGGATGGTA ACTTATATTG 
\ 66401 AAATATAGTG CTCTTGCTTT GGATAACTGT AAAGGGACCC ATGCTGATAG 
m 66451 ACTGGAAATA GAAGTAAATG TGTTTATTG 
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FIGURE 7 



1 ccagtgctgg ggctgcctag ttgacgcacc cattgagtcg ctggcttctt tgcagcgctt 
61 cagcgttttc ccctggaggg cgcctccatc cttggaggcc tagtgccgtc ggagagagag 
121 cgggagccgc ggacagagac gcgtgcgcaa ttcggagccg actctgggtg cggactgtgg 
181 gagctgactc tgggtagccg gctgcgcgtg gctggggagg cgaggccgga cgcacctctg 
241 tttgggggtc ctcagagatt aatgattcat caagggatag ttgtactgtt ctcgtgggaa 
301 tcacttcatc atgcgaaatc tgaaattatt tcggaccctg gagttcaggg atattcaagg 
361 tccagggaat cctcagtgct tctctctccg aactgaacag gggacggtgc tcattggttc 
421 agaacatggc ctgatagaag tagaccctgt ctcaagagaa gtgaaaaatg aagtttcttt 
481 ggtggcagaa ggctttctcc cagaggatgg aagtggccgc attgttggtg ttcaggactt 
541 gctggatcag gagtctgtgt gtgtggccac agcctctgga gacgtcatac tctgcagtct 
601 cagcacacaa cagctggagt gtgttgggag tgtagccagt ggtatctctg ttatgagttg 
661 gagtcctgac caagagctgg tgcttcttgc cacaggtcaa cagaccctga ttatgatgac 
721 aaaagatttt gagccaatcc tggagcagca gatccatcag gatgattttg gtgaaagcaa 
781 gtttatcact gttggatggg gtaggaagga gacacagttc catggatcag aaggcagaca 
841 agcagctttt cagatgcaaa tgcatgagtc tgctttgccc tgggatgacc atagaccaca 
901 agttacctgg cggggggatg gacagttttt tgctgtgagt gttgtttgcc cagaaacagg 
961 ggctcggaag gtcagagtgt ggaaccgaga gtttgctttg cagtcaacca gtgagcctgt 
1021 ggcaggactg ggaccagccc tggcttggaa accctcaggc agtttgattg catctacaca 
1081 agataaaccc aaccagcagg atattgtgtt ttttgagaaa aatggactcc ttcatggaca 
1141 ctttacactt cccttcctta aagatgaggt taaggtaaat gacttgctct ggaatgcaga 
1201 ttcctctgtg cttgcagtct ggctggaaga ccttcagaga gaagaaagct ccattccgaa 
1261 aacctgtgtt cagctctgga ctgttggaaa ctatcactgg tatctcaagc aaagtttatc 
1321 cttcagcacc tgtgggaaga gcaagattgt gtctctgatg tgggaccctg tgaccccata 
1381 ccggctgcat gttctctgtc agggctggca ttacctcgcc tatgattggc actggacgac 
1441 tgaccggagc gtgggagata attcaagtga cttgtccaat gtggctgtca ttgatggaaa 
1501 cagggtgttg gtgacagtct tccggcagac tgtggttccg cctcccatgt gcacctacca 
1561 actgctgttc ccacaccctg tgaatcaagt cacattctta gcacaccctc aaaagagtaa 
1621 tgaccttgct gttctagatg ccagtaacca gatttctgtt tataaatgtg gtgattgtcc 
1681 aagtgctgac cctacagtga aactgggagc tgtgggtgga agtggattta aagtttgcct 
1741 tagaactcct catttggaaa agagatacaa aatccagttt gagaataatg aagatcaaga 
1801 tgtaaacccg ctgaaactag gccttctcac ttggattgaa gaagacgtct tcctggctgt 
1861 aagccacagt gagttcagcc cccggtctgt cattcaccat ttgactgcag cttcttctga 
1921 gatggatgaa gagcatggac agctcaatgt cagttcatct gcagcggtgg atggggtcat 
1981 aatcagtcta tgttgcaatt ccaagaccaa gtcagtagta ttacagctgg ctgatggcca 
2041 gatatttaag tacctttggg agtcaccttc tctggctatt aaaccatgga agaactctgg 
2101 tggatttcct gttcggtttc cttatccatg cacccagacc gaattggcca tgattggaga 
2161 agaggaatgt gtccttggtc tgactgacag gtgtcgcttt ttcatcaatg acattgaggt 
2221 tgcgtcaaat atcacgtcat ttgcagtata tgatgagttt ttattgttga caacccattc 
2281 ccatacctgc cagtgttttt gcctgaggga tgcttcattt aaaacattac aggccggcct 
2341 gagcagcaat catgtgtccc atggggaagt tctgcggaaa gtggagaggg gttcacggat 
2401 tgtcactgtt gtgccccagg acacaaagct tgtattacag atgccaaggg gaaacttaga 
24 61 agttgttcat catcgagccc tggttttagc tcagattcgg aagtggttgg acaaacttat 
2521 gtttaaagag gcatttgaat gcatgagaaa gctgagaatc aatctcaatc tgatttatga 
2581 tcataaccct aaggtgtttc ttggaaatgt ggaaaccttc attaaacaga tagattctgt 
2641 gaatcatatt aacttgtttt ttacagaatt gaaagaagaa gatgtcacga agaccatgta 
2701 ccctgcacca gttaccagca gtgtctacct gtccagggat cctgacggga ataaaataga 
27 61 ccttgtctgc gatgctatga gagcagtcat ggagagcata aatcctcata aatactgcct 
2821 atccatactt acatctcatg taaagaagac aaccccagaa ctggaaattg tactgcaaaa 
2881 agtacacgag cttcaaggaa atgctccctc tgatcctgat gctgtgagtg ctgaagaggc 
2941 cttgaaatat ttgctgcatc tggtagatgt taatgaatta tatgatcatt ctcttggcac 
3001 ctatgacttt gatttggtcc tcatggtagc tgagaagtca cagaaggatc ccaaagaata 
3061 tcttccattt cttaatacac ttaagaaaat ggaaactaat tatcagcggt ttactataga 
3121 caaatacttg aaacgatatg aaaaagccat tggccacctc agcaaatgtg gacctgagta 
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3181 cttcccagaa tgcttaaact tgataaaaga taaaaacttg tataacgaag ctctgaagtt 

3241 atattcacca agctcacaac agtaccagga tatcagcatt gcttatgggg agcacctgat 

3301 gcaggagcac atgtatgagc cagcggggct catgtttgcc cgttgcggtg cccacgagaa 

3361 agctctctca gcctttctca catgtggcaa ctggaagcaa gccctctgtg tggcagccca 

3421 gcttaacttt accaaagacc agctggtggg cctcggcaga actctggcag gaaagctggt 

3481 tgagcagagg aagcacattg atgcggccat ggttttggaa gagagtgccc aggattatga 

3541 agaagctgtg ctcttgctgt tagaaggagc tgcctgggaa gaagctttga ggctggtata 

3601 caaatataac agactggata ttatagaaac caacgtaaag ccttccattt tagaagccca 

3661 gaaaaattat atggcatttc tggactctca gacagccaca ttcagtcgcc acaagaaacg 

3721 tttattggta gttcgagagc tcaaggagca agcccagcag gcaggtctgg atgatgaggt 

3781 accccacggg caagagtcag acctcttctc tgaaactagc agtgtcgtga gtggcagtga 

3841 gatgagtggc aaatactccc atagtaactc caggatatca gcgagatcat ccaagaatcg 

3 901 ccgaaaagcg gagcggaaga agcacagcct caaagaaggc agtccgctgg aggacctggc 
3961 cctcctggag gcactgagtg aagtggtgca gaacactgaa aacctgaaag atgaagtata 
4021 ccatatttta aaggtactct ttctctttga gtttgatgaa caaggaaggg aattacagaa 
4081 ggcctttgaa gatacgctgc agttgatgga aaggtcactt ccagaaattt ggactcttac 
4141 ttaccagcag aattcagcta ccccggttct aggtcccaat tctactgcaa atagtatcat 
4201 ggcatcttat cagcaacaga agacttcggt tcctgttctt gatgctgagc tttttatacc 
4261 accaaagatc aacagaagaa cccagtggaa gctgagcctg ctagactgag tgactgcagt 

4 321 taggagggat ccgacagaga agaccatttc cactcattcc tgttgtccta ccaccccttg 
4381 ctctttgagg gctggctatt gagaactgga aagagtaaaa tgataactta ccttagcatt 
4441 gccaagaact tcagcagaca acaagcaatt ctatttattt tatgttgtgt atacatcttg 
4501 atcattagca agacattaag ctttaaccat tatggcacca ttttgtgaga atgattgttc 
4561 tttcacttgg gctgtttgag agcataatta tggtaatcat gagattaatg tttcatgatt 

pi 4 621 tctacctcca aagtgtgaag acaagtaaaa caatgtttct aaattgtctt attttgttgg 

4 681 cggagaagat tacaatggct attagtgcta catttggtca aatgtaatca cttaaatagc 

4741 ttcttgtcac cttaaactaa agcagaataa aaagtatcct ttgaaattat aagccctcct 

£l 4801 ttgctgacag ctattatttt gtaacatctt accaggtcat gtgctttcag ttataactgg 

77 4861 gctgagcctc ctataattac aatgtctata gggactgttt tactgcctgt gtattttctg 

; 4 921 ctagagagtt agcaatgtta gagctagaac agattagaat ttctaaacag tatcatgcac 

4 981 agttggtgtg agtgatcagt gtgcattgta tggcatgcat ggttgtgaat tattctctgt 

5041 tctccaaata ctgtttcttt aactcagata tttttgttag tgtctaggcc acttcattta 

5101 tttttcgtca tggtacttta ctgacttctc tttattcaat tctccacgcc ctcaccaaaa 

5161 aaaactgtct caaaatgaga atatttttat tcttcatggt gagtctagaa aacgccccac 

5221 ttcattctga ttaaaaaatt cttccatgtt tttaaatatc agaaccagac ctttcttact 

5281 gtgtatctta gcccatttgt gtctctataa caacaaccag ctttcaaagg aactaataga 

5341 gtgaaaactc actcattacc acgaggatgg cacaagcgat tcacgtagga tctgcccctg 

54 01 tgaccaaaac acctcccatt gggccccact tccaacactg gtgatcacat ttcaacatga 

5461 ggtttaggga aacaaatgcc taaactacag cactgtacat aaactaacag gaaatgctgc 

5521 ttttgatcct caaagaagtg atatagccaa aattgtaatt taagaagcct ttgtcagtat 

5581 agcaagatgt taactataga atcaatctag gagtattcac tgtaaaattc aacttttctg 

5641 tatgtttgaa cattttcaca atctcatagg agtttttaaa aagaagagaa agaagatata 

5701 ctttgctttg gagaaatcta ctttttgact tacatgggtt tgctgtaatt aagtgcccaa 

57 61 tattgaaagg ctgcaagtac tttgtaatca ctctttggca tgggtaaata agcatggtaa 

5821 cttatattga aatatagtgc tcttgctttg gataactgta aagggaccca tgctgataga 

5881 ctggaaatag aagtaaatgt gtttattgaa aaaaaaaaaa aaaa 
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FIG. I. Comparison of the amino acid sequence of Ikap across several species. Alignment of ihe amino acid sequence of Ikap 
(M_musculus) with that of Homo sapiens (H_sapiens). Drosophila melanogaster (Darnel anogaster), Saccharomyces cerevisiae 
(S^cerevisiae), Arabidopsis thaliana (A^thaliana). and Caenorhabditis elegans (C_e!egans). Black boxes indicate identical AA, 
while ccmserved AA residues are shown in gray. Asterisk (♦) at AA petition 696 for mouse and human proteins indicates the lo- 
cation of the heterozygous R696P mutation found in only 4 FD patients. Sequence alignments were made using Pilcup and 
Boxshade commands from GCG Wisconsin Package V.9.0 (Madison. WI). 
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Table 2. Comparison of the Novel Mouse Ikbkap Gene with Multiple Species Homologs 







No, of 


Molecular 


% aa 






Gene 


amino 


weight 


identity with 


GenBank 


Species 


name 


acids 


(kDa) 


M.m. 


Accession No. 


Mus musculus (M.m.) 


Ikbkap 


1332 


149.11 




AF367244 


Homo sapiens 


IKBKAP 


1332 


149. n 


80 


AF153419 


Drosophila melanogaster 


CG10535 


1213 


138.21 


32 


AAF54670 


Saccharomyces cerevisiae 


Elpl/mSp 


1349 


152,99 


29 


AAB67278 


Arabidopsis thcdiana 


Unknown 


1308 


146.63 


27 


BAB08695 


Caenorhabditis elegans 


Unknown 


1177 


134.80 


24 


AAF60430 
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Table L 


Mouse Ikbkap Exon and Intron Boundaries 








Donor 


OlZ€ 




Exon 


Acceptor site 


site 


(hn\ 


cDNA position 


1 




AGgtgagcattcgcccg 


129 


I.. 129' 


2 


ttttttttccctc ag A A 


AAgtaggtcactgatgc 


163 


130..292" 


3 


tatgctttgtgaaagGT 


AGgtaggtgtaaggcct 
AGgtaagctttgcactg* 


153 


293,-445 


4 


ttttctctgatgcagCT 


82 


446..527 


5 


acatgaactcctaagCT 


AGgtaagcgtttcUgg 


81 


528..608 


6 


cttgaaaaactgtagGC 


TGgtaaggcgggatgat 
TGgtgtctctcttcagc* 


86 


609..694 


7 


ggtgtctctcttcagCC 


97 


695.. 791 


O 


ctacctcctttgcagAG 


AAgtgagtgagcataaa* 


91 


792.. 882 


9 


aggttctgctttcagAC 


AGgtaggggtcagagtl 


124 


883.. 1006 


1 A 


ttttgtccctaccagGT 


TGglalgacagcttgtg 


94 


1007,. 1100 


1 1 


tccctccacacacagTC 


AAgtaagUgctgcgaa 


231 


1 101..133I 


12 


cttttcatlgtgtagAC 


TGgtaagtggaagcaeg 


165 


1332,. 1496 




ttttttgttttctagGT 


TCgtaagttcctaaata 


100 


1497.. 1596 


1 A 

14 


ctaatatttgaacagGA 


AGgtatcatggttcatc 


189 


1597.. 1785 


15 


ttttttttgc tttagTT 


GGfitcaggalcagagtt 


107 


1786.. 1892 


16 


ttaatcttacaacagAG 


AGgtgaacagacacggc 


104 


1893.. 1996 


17 


ttcatttctttgcagGA 


AGgtalgtaggcttggt 


54 


1997.. 2050 


18 


tcttgcctgttgcagGT 


AAgtaagctctcctata 
AGgtaagctgactcttc* 


106 


2051. .21 56 


19 


cactggtatttttagTG 


U6 


2157..22/2 


20 


gggttttattttgagAT 


AAgtaagtatttattct* 


74 


2273.. 2346 


21 


ttcctgtcctcacagAC 


AGgtacacUCgcgtct 
AGgtaagtattttgata* 


79 


2347, .24 25 


22 


tactttctttgatagGT 


80 


2426.. 25U5 


23 


tactgtggttcttagGG 


A A eteggtectctctet 


138 


2506. .2643 


24 


cacttactacctcagGT 


AG etaEacacctecfiCff* 


86 


2644.. 2729 


25 


cttaaactccaacagGA 


AG etatstefiaetteasL''^ 


149 


2730..2878 


26 


aacttttttcctaggGA 


TGgtaasggmttttt 


124 


2879.. 3002 


27 


tmmmttcagGA 


AGgtatgtggtgggtta* 


98 


3003.-3100 


28 


cgtctcttgtcacagGC 


AGgtaagcagggccatt 


202 


31U1..33U2 


29 


ttgctgtctmcagGA 


AGgtgagctcctccccg 


62 


3303.-3364 


30 


ctcttcccttgtcagGA 


TGgtaaggaagctctga 


63 


3365,.3427 


31 


tttcUcccccttagGT 


AGgtgaggattacattt'*' 
GGgtgagtgcctccaaa* 


61 


3428.^3488 


32 


attatgcatcctcagCC 


114 


3489..3602 


33 


gttcatcttctctagAT 


GCgtacgtacgagacct'*' 


112 


3603..3714 


34 


tgtaatttctgacagGA 


AGgtatggcttcagtgc 


128 


3715..3842 


35 


ccatncttcfctagAT 


CGgtaagcttcctcaga 


155 


3843.3997 


36 


ctgtmctgcttagGT 


CGgtgtactgctcgttc 


76 


3998..4073 


37 


cattcttgcttccagAT 




709 


4074..4799*^ 
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